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I1I-1 Introduction

The HIV-2/SIVsmm alignment contains a non-redundant set of
all HIV-2, SIVsmm, and related species (SIVmne, SIVstm and
SIVmac). Compared to HIV-1, only a small number of HIV-
2 complete genomes have been determined, so this alignment
contains all but a few duplicate sequences available in the data-
base. The web alignment has a few additional sequences.

The HIV-2/SIVsmm family is presented together in spite
of their different hosts, because their genomic structure is the
same—the complete SIV alignment (presented in the next chap-
ter along with a few HIV-1 sequences) is much more stretched
out because of the presence of a vpx and absence of vpu genes
in some of these viruses.

The Mac239 sequence (accession M33262) is the master se-
quence in this alignment. The alignment was generated by a
HMMER model, then subsequently codon-aligned using Gene-
Cutter and manual edits to fix obvious misalignments. The
alignment presented cannot be considered an “optimal align-
ment” to any single criterion; it is a compromise between op-
timal alignment, readability, and codon alignment. Most gaps
have been introduced in multiples of 3 bases to maintain open
reading frames when the alignment is translated.
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I1I-2 Annotated features

Features of HIV-2 annotated in the alignment that follows.

Feature Location Page
5’ LTR U3 start 1 165]
TCF-1 alpha 309-324 1661
NE-k-B-II 415-424 167
NE-k-B-I 441-449 163
TATA Box 488-493 163}
TAR element start 518 168!
5" LTR U3 end 520 168}
+1 mRNA start site 521 168}
T 5’ LTR R repeat begin 521 168
< TAR element end 642 Q
N Poly-A signal 671-676 169
8 5" LTR R repeat end 694 1691
2 5’ LTR US start 695 169)
2 5" LTR U5 end 818 170
s Lys tRNA primer binding site 821-839 170)
Gag and Gag-Pol start 1053 1721
Gag p17 Matrix end 1457 174]
Gag p24 Capsid start 1458 174
Gag p24 Capsid end 2144 173
Gag p2 Spacer start 2145 178}
Gag p2 Spacer end 2195 178}
Gag p8 Nucleocapsid start 2196 178}
Gag p8 Nucleocapsid end 2351 179
Gag pl Spacer start 2352 179
Gag-Pol -1 ribosomal slip site 2354 170)
Pol start 2354 179
Gag p1 spacer end 2393 1801
Gag p6 start 2394 180
Pol Protease start 2555 1811
Gag p6 end 2585 181
Gag end 2585 181}
Pol Protease end 2851 1831
Pol p66 and p51 RT start 2852 1831
Pol RT end 4168 191}
Pol p15 RNAse H start 4169 191}
Pol RNAse H end 4528 193]
Pol p31 Integrase start 4529 193]
Vif start 5340 198}
Pol, Gag-Pol, and p31 Integrase end 5410 198}
Vpx start 5812 201
Vif end 5984 202}
Vpx end 6150 203
Vpr start 6151 203!
Tat exon 1 start 6302 2041
Vpr end 6456 05|
Rev exon 1 start 6528 205!
Tat Rev exon 1 end 6597 205!
Tat Rev intron start 6598 205!
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Feature Location Page

Env start 6604

Env signal peptide end 6669

Env gp120 start 6670

V1 loop start 6940

V1 loop end 7104

V2 loop start 7108

V2 loop end 7236

V3 loop start 7534

V3 loop end 7635

V4 loop start 7807

V4 loop end 7899

VS5 start 8017

V5 end 8034

Rev Responsive Element (RRE) start 8123 )
Env gp120 end 8178 £
Env gp41 start 8179 5
RRE end 8479 ©
Tat Rev intron end 8805 ;
Tat Rev exon 2 start 8806 T
Tat end 8902

Rev end 9059

Nef start 9077

Env gp41, gp160 end 9243

Premature stop in SMM239 9355

3’ LTR U3 start 9462

TCF-1 alpha binding 9770-9785

Nef end 9868

NF-«-B-II 9876-9884

NF-x-B-1 9891-9900

TATA box 9949-9955

TAR element start 9980

3’ LTR U3 end 9978

3’ LTR repeat start 9979

TAR element end 10103

Poly-A signal 10132-10137

3’ LTR R repeat end 10155

3’ LTR US start 10156

3’ LTR U5 end 10279
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HIV-2/SIV Complete Genomes

I1I-3 Sequences

Sequences included in the HIV-2/SIV complete genome alignment.

Sequences

Name Accession  Country Author Reference
MAC.US .x.239 M33262 United States  Kestler, H. Science 248(4959):1109-1112
(1990)
A.CI1.88.UC2 U38293 Cote Barnett, S.W. Virology 222(1); 257-61 (1996)
D’Ivoire
A.DE.x.BEN M30502 Germany Kirchhoff, F. Virology 177(1):305-311 (1990)
A.DE.x.PEI2_KR_KRCG 022047 Germany Kraus, G. ARHR 14(1); 65-77 (1998)
A.GH.x.GH1 M30895 Ghana Hasegawa, A. ARHR 5(6):593-604 (1989)
A.GM.87.D194 104542 Gambia Kuehnel, H. Proc Natl Acad Sci USA
86(7):2383-2387 (1989)
A.GM.x.ISY_SBL_6669_85 104498 Gambia Franchini, G. Proc Natl Acad Sci USA
86(7):2433-2437 (1989)
A.GM.x.MCN13 AY509259, Gambia Schmitz, C. J Virol 78(4):2006-2016 (2004)
A.GM.x.MCR35 AY509260 Gambia Schmitz, C. J Virol 78(4):2006-2016 (2004)
A.GW.86.FG_clone_NIHZ J03654 Guinea- Zagury, J.F. Proc Natl Acad Sci USA
Bissau 85(16):5941-5945 (1988)
A.GW.87.CAM2CG DO00835 Guinea- Tristem, M. J Gen Virol T2(PT 3):721-724
Bissau (1991)
A.GW.x.MDS 748731 Guinea- Becker, M. Unpublished
Bissau
A.IN.O7.NNVA EU980602/ India Gurjar, S.R. JAIDS 52(3); 329-35 (2009)
A.IN.95.CRIK_147 DQ307022 India Santhosh, C.V. ARHR 24(10); 1315-7 (2008)
A.JP.O8.NMC786_clone_41 AB731742  Japan Umeki-Sakamoto, Unpublished
Y.
A.PT.x.ALI AF082339  Portugal Reeves, J.D. J Virol 73(9); 7795-804 (1999)
A.SN.85.ROD M15390 Senegal Clavel, F. Nature 324(6098):691-695 (1986)
A.SN.86.ST_JSP4_27 M31113 Senegal Kumar, P. J Virol 64(2):890-901 (1990)
B.CI.88.UC1 107625 Cote Barnett, S.W. J Virol 67(2):1006-1014 (1993)
D’Ivoire
B.CIL.x.20_56 AB485670, Cote Takekawa, N. Unpublished
D’Ivoire
B.CI.x.EHO U27200 Cote Rey-Cuille, M.A. Virology 202(1):471-476 (1994)
D’Ivoire
B.GH.86.D205_ALT X61240 Ghana Dietrich, U. Nature 342(6252):948-950 (1989)
B.JP.01.IMCJ_KRO020_1 AB100245  Japan Kusagawa, S. ARHR 19(11):1045-1049 (2003)
G.CI.92.Abt96 AF208027  Cote Brennan, C.A. ARHR 13(5):401-404 (1997)
D’Ivoire
AB.CM.03.03CM_510_03 EU028345/ Cameroon Yamaguchi, J. ARHR 24(1):86-91 (2008)
H2_01_AB.CI.90.7312A 136874 Cote Gao, F. Unpublished
D’Ivoire
H2_01_AB.JP.04.NMC307_20 AB731738  Japan Umeki-Sakamoto, Unpublished
Y.
H2 01 _AB.JP.0O7.NMC716 01 AB731740  Japan Umeki-Sakamoto, Unpublished
Y.
H2_01_AB.JP.O8.NMC842_10 AB731744  Japan Umeki-Sakamoto, Unpublished
Y.
U.CI1.07.07IC_TNP3 KC693505  Cote Ayouba, A. AIDS 27(15):2488-2491 (2013)
D’Ivoire
U.FR.96.12034 AY530889  France Damond, F. ARHR 20(6):666-672 (2004)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M30895
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J04542
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J04498
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY509259
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY509260
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J03654
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=D00835
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=Z48731
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU980602
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ307022
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731742
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF082339
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M15390
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M31113
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L07625
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485670
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U27200
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=X61240
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB100245
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF208027
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU028345
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L36874
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731738
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731740
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731744
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC693505
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY530889

Sequences HIV-2/SIV Complete Genomes

Name Accession  Country Author Reference
MAC.US.x.17EC1 AY033233  United States  Anderson, M.G. Virology 195(2):616-626 (1993)
MAC.US.x.1937 AY611495|  United States  O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.2065 AY611493|  United States O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.251_1A11 M76764 United States  Marthas, M.L. J Med Primatol 18(3-4):311-9

(1989)
MAC.US.x.251_32H_PJ5 D01065 United States Rud, E.W. (in) Brown,F, Chanock,RM and

Ginsberg, HS(Eds); VACCINES 92

MODERN APPROACHES TO

NEW VACCINES INCLUDING

PREVENTION OF AIDS:

229-235; Cold Spring Harbor

Laboratory Press, New York (1992)
MAC.US.x.251_BK28 M19499 United States  Hirsch, V. Cell 49(3):307-319 (1987)
MAC.US.x.80035 AY611486/ United States O’Connor, D.H. J Virol 78(24):14012-14022 (2004) o
MAC.US .x.81035 AY599200,  United States  O’Connor, D.H. J Virol 78(24):14012-14022 (2004) g
MAC.US.x.85013 AY611490,  United States O’Connor, D.H. J Virol 78(24):14012-14022 (2004) S
MAC.US.x.87082 AY 600249  United States  O’Connor, D.H. J Virol 78(24):14012-14022 (2004) O
MAC.US.x.92050 AY603959  United States  O’Connor, D.H. J Virol 78(24):14012-14022 (2004) ;
MAC.US.x.92077 AY599201|  United States  O’Connor, D.H. J Virol 78(24):14012-14022 (2004) T
MAC.US.x.93057 AY611492|  United States  O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.93062 AY607704/ United States O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.95058 AY611494  United States  O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.95086 AY607703  United States  O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.95112 AY588946/ United States  O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96016 AY607701|  United States  O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96020 AY611488| United States  O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96072 AY611491|  United States O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96081 AY597209  United States  O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96093 AY611489| United States O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96114 AY588945|  United States  O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US .x.96123 AY611487,  United States O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.96135 AY607702| United States O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.97009 AY599199  United States  O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.97074 AY599198  United States  O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.MM142_IVMXX Y00277 United States  Chakrabarti, L. Nature 328(6130):543-547 (1987)
MAC.US .x.r80025 AY576480  United States  O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MAC.US.x.r90131 AY576481|  United States O’Connor, D.H. J Virol 78(24):14012-14022 (2004)
MNE.US.82.MNE_8 M32741 United States  Kimata, J.T. J Virol 72(1):245-256 (1998)
MNE.US.x.MNEQ27 U79412 United States  Kimata, J.T. J Virol 72(1):245-256 (1998)
SMM.CI.79.SIVsmCI2 JX860430  Cote Fischer, W. J Virol 86(24):13217-13231 (2012)

D’Ivoire

SMM.LR.89.STVsmLIB1 JX860431  Liberia Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.SL.92.STVsmSL92A JX860432  Sierra Leone  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.SL.92.SL92B AF334679  Sierra Leone  Chen, Z. J Virol 70(6):3617-3627 (1996)
SMM.US.04.G078 JX860415  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.G932 JX860416  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M919 JX860417  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M922 JX860418  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M923 JX860419  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M926 JX860420  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M934 JX860421  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M935 JX860422  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M940 JX860423  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611491
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY597209
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611489
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY588945
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY611487
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY607702
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY599199
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY599198
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=Y00277
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY576480
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY576481
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M32741
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U79412
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860430
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860432
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF334679
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860415
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860416
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860417
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860418
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860419
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860420
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860421
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860422
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860423
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Name Accession  Country Author Reference
SMM.US.04.M946 JX860424  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M947 JX860425  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M949 JX860426  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M950 JX860427  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M951 JX860428  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M952 JX860429  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.05.D215 JX860413  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.06.FTq JX860414  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.11.SIVsmE660_FL10 JQ864084  United States Wu, F. J Virol 86(16); 8835-47 (2012)
SMM.US.86.CFU212 JX860407  United States  Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.x.F236_H4 X 14307 United States  Hirsch, V.M. Nature 339(6223); 389-92 (1989)
SMM.US.x.H9 M80194 United States  Courgnaud, V. J Virol 66(1):414-419 (1992)
SMM.US.x.PBJ14_15 103295 United States  Dewhurst, S. Nature 345(6276):636-640 (1990)

I SMM.US.x.PBJA M31325 United States Dewhurst, S. Nature 345(6276):636-640 (1990)

E SMM.US.x.PBJ_143 M80193 United States  Courgnaud, V. J Virol 66(1):414-419 (1992)

a SMM.US.x.PBJ_6P6 109212 United States Novembre, F.J. J Virol 67(5):2466-2474 (1993)

e SMM.US.x.PGM53 AF077017  United States Novembre, F.J. J Virol 72(11):8841-8851 (1998)

% SMM.US.x.SME543 U72748 United States  Hirsch, V. J Virol 71(2):1608-1620 (1997)

® SMM.x.x.pE660.CG7G J1X648292 Lopker, M.J. Unpublished
STM.US.89.STM_37_16 M83293 United States  Novembre, F.J. Virology 186(2):783-787 (1992)
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5’ LTR U3 start

TGGAAGGGATTTATTACAGTGCAAGAAG . ACATAGAATCTTAGACATATACTTAGAAAAGGAAGAAGGCATCATACCAGATTGGCAGGATTACACCTCAGGACCAGGAATTAGATACCCAAAGACATTTGGCTGGCTATGGAAATTAGTCCCTGTAAATGTATCAGATGA
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sowouan z-AlH

TCF-1 alpha

MAC.US.x.239 GGCACAG. ........... GAGGATGAGGAGCATTATTTAATGCATCCAGCTCAAACTTCCCAGTGGGATGACCCTTGGGGAGAGGTTCTAGCATGGAAGTTTGATCCAACTCTGGCCTACACTTATGAGGCATATGTTAGATACCCAGAAGAGTTTGGAAGCAAGTCAG 327
A.CI.88.UC2 G 327
A.DE.x.BEN 327
A.DE.x.PEI2_KR_KRCG 319
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A.SN.86.ST_JSP4_27 . e . e . . . . . . 0
B.CI.88.UC1 C--T--C -AC-TGAC----TA--C- 327
B.CI.x.20 56 . - CT -AC-TGAC- - -ATA--C-TCAAC--G- 326
B.CI.x.EHO AC--G--. G--AACC G-C-GG CCAC-A----ACC C---C TGAC----T---C-TCAGC--G- 327
B.GH.86.D205 ALT ACC C AC TATC CT A--TGA T---T-TCA G-TT 330
B.JP.01.IMCI”KR0O20 1 0
G.CI.92.Abt96 0
AB.CM.03.03CM_510_03 0
H2 01 AB. CI 90. 7312A 329
H2”01"AB.JP.04.NMC307 330
H2"01"AB.JP.07.NMC716" 01 330
H2_01_AB.JP.08.NMC842_10 330
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MAC.US.x.251 BK2i 320
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MAC.US.x.93057
MAC.US.x.93062

MAC.US.x.95112
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v
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SMM . US . 04 .M947

SMM.US . 04 .M949

SMM . US . 04 .M950
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SMM.US . 04 .M952

SMM.US.05.D215
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SHMCUS 11 SIVSmEGGO_FL10 32

SMM . US . 86, CFU212

SMM.US.x.F236 Ha 32

SMM.US - X . HO . . o . ) ) ) . .

SMM.US.x.PBJ14 15 . . . . . . . TUTIACIIIAL 8

SMM.US . x . PBIA . . . . : : . T--T-AC---A- 82
SMM.US.x.PB] 143 . . . .. 0
SMM.US . x . PB]_6P6 253
SMM . US . X . PGM53 253
SMM.US . X . SME543 327
SMM . x. x . pE660. CG7G 327
STM.US.89.STM 37 16 30
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GCCTGTCAGAGGAAGAGGTT.

A-T-A-.

NF-x-B-II

CAGGAACAACCATACTTGGTCAAAGCAGGAAGTAGCTACTAAGAAATAGCTGAG- -T
- CAGGAACA CCATACTTGGTCAAGGCAGGAAGTAGCTACTAAGAAACAGCTGAGG T
.AGA.CAGGAACAGCTATATTTGGTCAGAACAGGAAGTAGATG.

.GGGCAGGAACAACCATACATGGCCAGGGCAGGAAGTAGCTACT . GAAAACAGCTGAG- -T

AGGAGACAGGAACAACTATACTTGGTCAGGGCAGGAAGTAGCTATT . GAAAACAGCTGAG
GAGACAGGAACAACTATACTTGGTCAGAACAGGAAGTAGCTACT GAAAACAGTTGAG
CAACAGGAACAACCATACTTGGTCAGGGCAGGAAGTAGCTACTGCA AACAGCTGAG
TTGGTCAGGGCAGGAAGTAACTACT . GAAAACAGCTGAG

..CAGGAACTAGCTGACACTGCACAAG AGGGAAACT
. .GAGGAACTAGCTGACA

..GAGGAACTAGCTAACACTGCATAGAGAAGGAAACT
. . CAGGAACTAGCTGACACTGCACAAG . AAGGAAACT

- GACAGCAGGGACTTTCC . ACAAA.
.GACAGCAGGGACTTTCC.ACAAA.
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+1 mRNA start site
TAR element start
NF-x-B-1 TATA Box 5" LTR U3Fend 5’ LTR R repeat begin

—— ===
GTTAC. . GGGGAGGTACTGGGGAGGAGCCGGTCGGGAACGCCCACTTTCTTGATGTATAAATATCACTGCATTTCGCTCTGTATTC. AGTCGCTCTGCGGAGAGGCTGGCAGATTGAGCCCTGGGAGGTTCTCTCCAGCACTAGCAGGTAGAGCCTGGGTGTTCCCTGCT
A C

STT---G-
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SMM.US.04.M951
SMM. US.04.M952
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SMM.US.x.PBJ_6P6
SMM. US. x.PGM53
SMM. US.x.SME543

SMM. X x . pE660. CG7G
STM.US.89.STM 37 16

TAR element end, Poly-A signal 5° LTR R repeat end, 5’ LTR US5 start
AGACTCTCACCAGCACTTGGCCGGTGCTGGGCAGAGTGACTCCACGCTTGCTTGCTT .AAAGCCCTCTTCAATAAA. GCTGCCATTTTAGAAGTAAGCTA GTGTGTGTTCCCATCTCTCCTAGCCGCCGCCTGGTCAACTCGGTACTCAA TAAT.AAGAA. .. ...
TG--C C

[alalalalalalalalalaTn)

PP EDR -

T
T
T
T
T
T
T--
T
T
T
T
T
T

G CC-G-G
. -GT---TC---AGT-AC-
............ L -T--AA-G---T-C---AAT-A-..
-T--A--G---C-C-G-GTTCA-..
T C GA. .

OF OOPFOOOOTOOOOTOO>

-GT--GCG--GCA

~GT---GC-G-AT--AG. .

-GTC--GC-TTAG

. ~GTC--GC-TTAG

----------- -T-----GTC--GC--TAG

777777777777 \=Te-=-GT---TC-GGCT--C
T AGA-TC-CCTTAT-.
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.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.5IVsmSL92A
.SL.92.5L92B
US.04.G6078
US.04.G932
US.04.M919
US.04.M922
US.04.M923
US.04.M926
US.04.M934
US.04.M935
US.04.M940
US.04.M946
US.04.M947
US.04.M949
US.04.M950
US.04.M951
US.04.M952
US.05.D215
US.06.FT

us. 1.SI SmEGGG FL10
US.86.CFU212
US.X.F236 H4
US.x.H9
US.x.PBJ14_15
US.x.PBJA ~
US.x.PBJ_143
US.x.PBJ_6P6
US.x.PGM53

S.x.SME543

1X.X.pE660.CG7G
.US.89.STM 37 16

.AAACCGAAGCA. .

5" LTR U5 end Lys tRNA primer binding site

.GGAAAATCCCTAGCAGATTGGCGCCTGAACAGGGACTTG.
C

[ latalalalalalatal

sowouan z-AlH

AAGGAGAGTGAGAGACTCC.

C TT.
ECATIEIIAACTET
SonoA- o ACAG-CTT

TGAGT.

ACGGCTGAGTGAAGGCAGTAAGGGCGGCAGGAACCAACCACGAC

910

—_——h

'
=)
CTOCNONIO—OINOENUNIOOS

16
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MAC.US.x.239

CI.88.UC2

DE.x.BEN

DE.x.PEI2_KR_KRCG

GH.x.GH1 = ~

GM.87.D194

GM.x.ISY SBL_6669_85

GM.x.MCNI3 ~ -

GM. x.MCR35

GW.86 FG clone_NIHZ

GW.87.CAM2CG

GW. x.MDS

IN.O7.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
ALI

WX
SN.85.ROD
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
CI.92.Abt96
AB.CM.03.63CM_510_03

H2 01 AB. CI 90. 7312A
H2"01”AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3

O WOWWW >>>>>>>>>>>>>>D>>D

U.FR.96.1203%3
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x. 1A1
MAC.US.x.251"32H PJ5
MAC.US.x.251_BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
LX.

roel1sl

MNE.US.82.MNE_8
MNE.US.x.MNEO27

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5SL92B
SMM. US.04.G078

SMM. US.04.G932
SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952
SMM.US.05.D215
SMM.US.06.FT

SMM. US 1.SI smEGGG FL10
SMM.US.86.CFU212

SMM.US.X.F236 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ_6P6
SMM. US. x.PGM53
SMM. US.x.SME543

SMM. X x . pE660. CG7G
STM.US.89.STM 37 16

A A=

.. CGGCGTGAGGAGC . GGGAGAGGAAGAGGCCTCC.GGT.

[alalalalalalalalalaTaTa)

TGCAGGTAAGTGCAACAC. .

AAA

AAAGAAATAG. .. .CTGTCTT.TTA.TCC. . AGGAAGGGG

-ACTGT-GCC-G.A-AAGGCT---TA-CC-
“ACTGT-GCC-G-A-AAGGCT - - -TA-CC- - .
.A-AAGGCTA--TA-CC--TCTTTT--AC--

.A-AAGGCT - - -TA-CC--.
-AAGGCT - - -TA-CC

-AGGGCT - --TA-CC--.

-AGGGCT---TA-CC--.
" AGAGGGCT- - -TA-CC- - .

AGGGCT- - -TA-CC

.A-»»ACTGT GCC-G.A- AAG CT---TA-CC--. CT¥¥T--AE»--

C-TTT--ACG-

LCT-TA--A----A-...

CT-TA--A----A-...
.C-T..T-A-TA-TC...
CT-TA-A--.--A-
.CT-TAGA-G- -A-
CT-TAG--G--A-
CT-TAGA-G- -A-
CT-TAGA-G--A- .

R A- CTTCACC A—**CTTGT GCC G.A-AGGGCT ATCCTAC TTE——AC**

ACC-A--GGTTG-C-GCC

'GGT GCCG-A- -GGCTG-C A

----GTG-GAA. .TA- CCTAC.
GT--CC-G--GGCTGATAG- - . C

A .
-T--CCG---GGCAAGCAGCA.
-G--CC-6--G ..C

GT--CC G--GGCTGAT-G--.C--.

HIV-2 Genomes
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sowouan z-AlH

Gag and Gag-Pol start

MAC.US.x.239 AGAGTGGGAGATGGGCGTGAGAAACTCCGTCTTGTCAGGGAAGAAAGCAGATGAATTAGAAAAAATTAGGCTACGACCCAACGGAAAGAAAAAGTACATGTTGAAGCATGTAGTATGGGCAGCAAATGAATTAGATAGATTTGGATTAGCAGAAAGCCTGTTGGAGAACA 1212
ag M _G V R N S V L S G K K A D E L E K I R L R P N G K K K Y M L KH V VWA ANELDRF G L A E S L L _E_N_
CI.88.UC2

DE.x.BEN
DE.x.PEI2 KR KRCG
GH.x.GH1

GM.87.D194

GM.x.ISY SBL 6669 85
GM.x.MCN13
GM.x.MCR35
GW.86.FG clone NIHZ
GW.87.CAM2CG
GW.x.MDS

IN.O7.NNVA

IN.95.CRIK 147
JP.08.NMC786_clone_41
PT.x.ALI - -
SN.85.R0OD
SN.86.ST JSP4 27

.x.EHO
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1 -
CI.92.Abt96 -G---GG-

O WNWWW >>>>>>>>>>>>>>>>> 6

AB.CM.03.03CM_510_03 -G---GG-
-G---GG-

H2 01 AB.CI.90.7312A
H2"01"AB.JP.04.NMC307 20
H2_01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10
U.CI.07.07IC_TNP3
U.FR.96.12033

MAC.US.x.17EC1

MAC.US.x.1937

MAC.US.x. 5

MAC.US.x.251 1A11 1
MAC.US.x.251"32H PJ5 1
MAC.US.x.251_ BK2 1
MAC.US.x.80035

MAC.US.x.81035

MAC.US.x.85013

MAC.US.x.87082

MAC.US.x.92050

MAC.US.x.92077

MAC.US.x.93057

MAC.US.x.93062

MAC.US.x.95058

MAC.US.x.95086

MAC.US.x.95112

MAC.US.x.96016

MAC.US.x.96020

MAC.US.x.96072

MAC.US.x.96081

MAC.US.x.96093

MAC.US.x.96114

MAC.US.x.96123

MAC.US.x.96135

MAC.US.x.97009

MAC.US.x. 74

MAC.US.x.MM142 TVMXX

MAC.US.x.r80025

MAC.US.x.r90131

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.SIV%ESLQZA

SMM.SL.92.SL9.
SMM. US.04.G07
SMM. US.04.G932
SMM. US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM.US.05.D215
SMM. US. 6.FT3
SMM.US.11.SIVsmE660_FL10
SMM.US.86.CFU212
SMM.US.x.F236_H4
SMM.US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.PGM53
SMM x.SME

.US.x.SME543
SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16
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MAC.US.x.239 AAGAAGGATGTCAAAAAATACTTTCGGTCTTAGCTCCATTAGTGCCAACAGGCTCAGAAAATTTAAAAAGCCTTTATAATACTGTCTGCGTCATCTGGTGCATTCACGCAGAAGAGAAAGTGAAACACACTGAGGAAGCAAAACAGATAGTGCAGAGACACCTAGTGGTG 1382
ag K _E G C Q K I L S V. L A P L VP T G S E N L K S L Y NTV CV I WCTI HAETEKV KHTEEAKIOQTIV QRH L V. V
CI.88.UC2 -G--T--CA-A--T G T-G- G
DE.x.BEN -G--T--CAGA--T G T-G- G
DE.x.PEI2_KR_KRCG A G
GH.x.GH1 G G
GM.87.D194 G G
GM.x.ISY SBL_6669_85 TA----A--T G G
GM.x.MCN13 T G
GM. x.MCR35 T G
GW.86.FG clone NIHZ T G
¥ G

GW. 87 . CAM2CG
GW. x.MDS
IN.97.NNVA

IN.95.CRIK 147
JP.08;NMC786_clone 41
PT.X.ALI  ~ -
SN.85.ROD
SN.86.ST_JSP4 27

.x.EHO
GH.86.D205_ALT
JP.01.IMCI_KRO20_1
CI.92.Abt96
AB.CM.03.03CM 510_03
H2 01 AB.CI.90.7312A
H2"01"AB.JP.04.NMC307 20
H2_01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10
U.CI.07.07IC_TNP3
U.FR.96.12033

O WOWWWW >>>>>>>>>>>>>>>>> O

MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x. 5
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251_ BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x. 74
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.SIV%ESL92A

SMM.SL.92.SL9.

SMM. US.04.G07 T
SMM. US.04.G932

SMM. US.04.M919 T
SMM. US.04.M922 T
SMM.US.04.M923 T
SMM. US.04.M926 T
SMM. US.04.M934 T
SMM. US.04.M935 T
SMM. US.04.M940 T
SMM. US.04.M946 T
SMM. US.04.M947 T
SMM. US.04.M949 T
SMM. US.04.M950 T
SMM.US.04.M951 T
SMM. US.04.M952 T
SMM.US.05.D215 T
SMM. US. 6.FT3 T
SMM.US.11.SIVsmE660_FL10 T
SMM.US.86.CFU212  — G
SMM.US.x.F236_H4 T
SMM.US.x.H9 T
SMM.US.x.PBJ14_15 T
SMM.US.x.PBJA — T
SMM.US.x.PBJ_143 T
SMM.US.x.PBJ”6P6 T
SMM. US. x.PGM53

SMM x.SME

.US.x.SME543
SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16

HIV-2 Genomes
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sowouan z-AlH

Gag pl17 Matrix end Gag p24 Capsid start

MAC.US.x.239 GAAACAGGAACAACAGAAACTATGCCAAAAACAAGTAGACCAACAGCACCATCTAGCGGCAGAGGAGGAAATTACCCAGTACAACAAATA. . . GGTGGTAACTATGTCCACCTGCCATTAAGCCCGAGAACATTAAATGCCTGGGTAAAATTGATAGAGGAAAAGAAATT 1549
ag E T G T TETMPKTSRGPTAGPSSGRSGGNJVYPVQQTI . GGGNJYVHL®PLSTPRTLNAWYVTKTLTITETEKK.F
CI.88.UC2
DE.x.BEN
DE.x.PEI2 KR KRCG
GH.x. GHl

M.87.D194
GM.x.ISY SBL 6669 85
GM.x.MCN13
GM.x.MCR35
GW.86.FG clone NIHZ
GW.87.CAM2CG
GW.x.MDS

IN.O7.NNVA

IN.95.CRIK 147
JP.08.NMC786_clone_41
PT.x.ALI - -
SN.85.R0OD
SN.86.ST JSP4 27

HAAA A A A A

.x.EHO
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
CI.92.Abt96 -AAG----TGCC-
AB.CM.03.03CM _510_03 -AA---A--GCT--
H2 01 AB.CI.90.7312A
H2"01"AB.JP.04.NMC307 20
H2_01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10
U.CI.07.07IC_TNP3
U.FR.96.12033

O WNWWW >>>>>>>>>>>>>>>>> 6

MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x. 5
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251_ BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x. 74
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.SIV%ESLQZA

SMM.SL.92.SL9.

SMM. US.04.G07

SMM. US.04.G932 07
SMM. US.04.M919 12
SMM. US.04.M922 13
SMM.US.04.M923 12
SMM. US.04.M926 12
SMM. US.04.M934 10
SMM. US.04.M935 13
SMM. US.04.M940 15
SMM. US.04.M946 11
SMM. US.04.M947 12
SMM. US.04.M949 03
SMM. US.04.M950 11
SMM.US.04.M951 12
SMM. US.04.M952 11
SMM.US.05.D215 09
SMM. US. 6.FT3

SMM.US.11.SIVsmE660_FL10

SMM.US.86.CFU212

SMM.US.x.F236_H4

SMM.US.x.H9

SMM.US.x.PBJ14_15

SMM.US.x.PBJA —

SMM.US.x.PBJ_143

SMM.US.x.PBJ”6P6

SMM. US. x.PGM53

SMM x.SME

.US.x.SME543
SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16
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SLT

MAC.US.x.239 1713
ag G E G Q S G_C D Q C_V_G Q Q I I I E_E Q H )

CI.88.UC2

DE.x.BEN

DE.x.PEI2 KR KRCG

GH.x.GH1

GM.87.D194

GM.x.ISY SBL 6669 85

GM. x.MCN13

GM.x.MCR35

GW.86.FG clone NIHZ

GW.87.CAM2CG
.MDS

O WOWWWW >>>>>>>>>>>>>>>>> O

GW. x
IN.O7.NNVA
IN.95.CRIK 147
JP.08.NMC786_clone_41
PT.x.ALI - -
SN.85.R0OD
SN.86.ST JSP4 27
CI.88.UC1 A
CI.x.20 56 -- A
CI.x,EHD - A
GH.86.D205 ALT - A
JP.01.IMCI”KRO20_1 -- A
CI.92.Abt96 A T
AB.CM.03.03CM 510_03 A T
H2 01 AB.CI.90.7312A A--C--T
H2"01"AB.JP.04.NMC307 20 A--C--T
H2_01 AB.JP.07.NMC716_01 A--C--T
H2_01_AB.JP.08.NMC842_10 A--C--T
U.CI.07.07IC_TNP3 A- T
U.FR.96.12033 A- T
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x. 5
MAC.US.x.251 1A11 1
MAC.US.x.251"32H PJ5 1
MAC.US.x.251_ BK2 1
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x. 74
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.SIV%ESLQZA

SMM.SL.92.SL9.

SMM. US.04.G07

SMM. US.04.G932

SMM. US.04.M919

SMM. US.04.M922

SMM.US.04.M923

SMM. US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950

SMM.US.04.M951 G

SMM. US.04.M952 G

SMM.US.05.D215 G

SMM. US. 6.FT3 G

SMM.US.11.SIVsmE660_FL10 G

SMM.US.86.CFU212  — R-

SMM.US.x.F236_H4 G G.
SMM.US.x.H9 G R.
SMM.US.x.PBJ14_15 G G.
SMM.US.x.PBJA — G G.
SMM.US.x.PBJ_143 G R.
SMM.US.x.PBJ”6P6 G.
SMM. US. x.PGM53 G.
SMM.US. x.SME543 G.
SMM. x.x.pE660.CG7G G.....
STM.US.89.STM_37_16 A 1372

HIV-2 Genomes
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MAC.

O WOWWWW >>>>>>>>>>>>>>>>> g
=
=

AB.C
H2 0
H2_0
H2~0
u.cI.

U.FR.

GH.
JP.

CI.

US.x.239

.88 uc2

.X.BEN

.x PEI2 KR KRCG
GH1

M.87.
.x.ISY SBL 6669 _85
.x C 13

.86 FG clone NIHZ
.87 C M2CG
X.

.@7 NNVA

.95.CRIK

.08. NMC786 clone 41
X.ALI

.85.R0D
186.ST_JSP4 27

X El

86.D205_ALT
01.IMCJ”KR0O20_1
92.Abt96
M.03.03CM_510_03

1 AB.CI.90.7312A
1AB.JP.04.NMC307 20
1 AB.JP.07.NMC716_01
1”_AB.JP.08.NMC842~10

07.07IC_TNP3

96.12033
US.x.17EC1
US.x.1937
US.x.2065
.US.x.251 1Al11
US.x.251732H PJ5
US.x.251_ BK2
US.x.80035
US.x.81035
.US.x.85013
US.x.87082
US.x.92050
US.x.92077
.US.x.93057
US.x.93062
US.x.95058
US.x.95086
US.x.95112
.US.x.96016
US.x.96020
US.x.96072
US.x.96081
.US.x.96093
.US.x.96114
US.x.96123
US.x.96135
US.x.97009
.US.x.97074
US.x.MM142 IVMXX
US.x.r80025
US.x.r90131
US.82.MNE_8
US.x.MNEO27

.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIV§ESL92A

SL.92.SL9
US.04.G07
.US.04.G6G932
US.04.M919
US.04.M922
US.04.M923
.US.04.M926
.US.04.M934
US.04.M935
US.04.M940
US.04.M946
.US.04.M947
US.04.M949
US.04.M950
US.04.M951
US.04.M952
.US. 5.0215
US.06.F 3
us. 1.SI SmEGGG FL10
US.86.C
.US.x.F236 H4
US.x.H9
US.x.PBJ14_15
US.x.PBJA ~
US.x.PBJ_143
.US.x.PBJ_6P6
.US.x.PGM53
S.x.SME.

\US.x.SME543
'X.X.pE66D.CG7G
.US.89.STM 37 16

CAGCTCCA. CéACéAGgACéACITAGGGAGCCGTgAGgATgAGATA¥TGCAGEAACAACTAgTTgAGTAGATGAACSAATCCéGTGGA&GTACAGACéACéGAACCCCATACCAGTAG8CAﬁCATTTACAGGAGATGGATCCéACTGGgGTTGCSAAAAT%TGTCAGA

———GC——CTTA C-G
---GC--CTTA-
---6C--CTTC-

-C-G6CG--G--G
---GC--CTTA-C-GCG--G--G--C
---G----CTG-C-GC- -

A--GG--GCCG-C-GC
---GC---CTG-CGGC

T-GC---CTA-C-GC---G-
A--GC---CCA-C-GC

T--GG---TTG-CGGC
--AGC---ATA C GC---G-

~-A--C--AAGG--G--T--C--A

- .G--

sowouan z-AlH

-GGGC--A--T--T--C-
-GGGT--A-GT--T--C-
T C-

A A A=~

_G---

C

sawoudn) AR[dwo) AIS/T-ATH
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LLT

MAC.
ag

O WOWWWW >>>>>>>>>>>>>>>>> O

CI
DE.
DE.
GH.x.GH1
GM.
GM.
GM.
GM

GW.86
GW.
GW. x.MDS
IN.
IN.
JP.
PT.x.ALI
SN.
SN.

GH.
JP.

CI.

US.x.239

.88.UC2
X.BEN
X.PEI2 KR KRCG

87.D194

x.ISY SBL 6669 85

X.MCNI3

.X.MCR35
.FG clone NIHZ

87.CAM2CG ~

97.NNVA
95.CRIK 147
08.NMC786_clone_41

85.ROD
86.5T_JSP4 27

X El
86.D205_ALT
01.IMCJ”KR0O20_1
92.Abt96

AB.CM.03.03CM 510_03
H2 01 AB.CI.90.7312A
H2"01"AB.JP.04.NMC307 20
H2_01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10
U.CI.07.07IC_TNP3
U.FR.96.12033
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251_ BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131
MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B

SMM. US.04.G07

SMM. US.04.G932

SMM. US.04.M919

SMM. US.04.M922
SMM.US.04.M923

SMM. US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952
SMM.US.05.D215

SMM. US. 6.FT3
SMM.US.11.SIVsmE660_FL10
SMM.US.86.CFU212  —
SMM.US.x.F236_H4
SMM.US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.PGM53
SMM.US. x.SME543

SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16

HIV-2 Genomes

sjuwugI Y
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MAC.

O WOWWWW >>>>>>>>>>>>>>>>> g
=
=

AB.C
H2 0

H2_0
u.cI.

U.FR.

GH.
JP.

CI.

US.x.239

.88 uc2

.X.BEN

.x PEI2 KR KRCG
GH1

M.87.
.x.ISY SBL 6669 _85
.x C 13

.86 FG clone NIHZ
.87 C M2CG
X.

.@7 NNVA

.95.CRIK

.08. NMC786 clone 41
X.ALI

.85.R0D
186.ST_JSP4 27

36 ho0s ALT
01.IMCI"KR020 1
92.Abt96
M.03.03CM 510 03
1 AB.CI.90.7312A

1AB.JP.04.NMC307 20
1 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10

07.07IC_TNP3

96.12033
US.x.17EC1
US.x.1937
US.x.2065
.US.x.251 1Al11
US.x.251732H PJ5
US.x.251_ BK2
US.x.80035
US.x.81035
.US.x.85013
US.x.87082
US.x.92050
US.x.92077
.US.x.93057
US.x.93062
US.x.95058
US.x.95086
US.x.95112
.US.x.96016
US.x.96020
US.x.96072
US.x.96081
.US.x.96093
.US.x.96114
US.x.96123
US.x.96135
US.x.97009
.US.x.97074
US.x.MM142 IVMXX
US.x.r80025
US.x.r90131
US.82.MNE_8
US.x.MNEO27

.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIV§ESL92A

SL.92.SL9
US.04.G07
.US.04.G6G932
US.04.M919
US.04.M922
US.04.M923
.US.04.M926
.US.04.M934
US.04.M935
US.04.M940
US.04.M946
.US.04.M947
US.04.M949
US.04.M950
US.04.M951
US.04.M952
.US. 5.0215
US.06.F 3
us. 1.SI SmEﬁGG FL10
US.86.C
.US.x.F236 H4
US.x.H9
US.x.PBJ14_15
US.x.PBJA ~
US.x.PBJ_143
.US.x.PBJ_6P6
.US.x.PGM53
S.x.SME.

\US.x.SME543
'X.X.pE66D.CG7G
.US.89.STM 37 16

sowouan z-AlH

Gag p24 Capsid end Gag p2 Spacer start Gag p2 Spacer end Gdg p8 Nucleocapsid start

AGTGCTGAQGG8GCTGGgTGTGAATCCCACCCIAGAAGAAATGCTGACGGCTTgTC3AGgAGTAGgGGgGCCGGgACéGAQGGCTAGATEAATGGCAGAAGCCCTGAQAGAGGCCCTCGCACCAGTGCCAA¥CCCTTTTGCAGCAGCCCGACGGAGG

oo mommmmmo

GgACCAAGAA 2217

.-C-GG--A-- 22:
G--A--AACA---GG--AG-

sawoudn) AR[dwo) AIS/T-ATH
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6LT

MAC.
Pol
Gag

GH

CI.
DE.x.BEN
DE.

US.x.239

88.UC2
X.PEI2_KR_KRCG
GHI — —

X
GM.87.D194
GM.
GM. x.MCN
GM.

7.D19.
x.IsY sBL 6669 85

Xx.MCR 35
86. FG clone NIHZ

A.

A.

A.

A.

A.

A.

A.

A.

A.GW.

A.GW.87.C

A.GW.X. MDS
A.IN.07.NNVA
A.IN.95.CRIK

A.JP.GB NMC786 clone 41
A.PT.x.Al

A.SN.85
A.SN.86.ST7JSP4727
B.CI.88.UC1
B.CI.x.20 56
B.CI.x.EHO
B.GH.86.D205 ALT
B.JP.01.IMCI_KR020 1
G.CI.92.Abt96
AB.CM.03.03CM_510_ 03
H2 01 AB.CI.90.7312
H2"01 AB.JP.04. NMC3G7 20
H2”01"AB.JP.07.NMC716-01
H2"01”AB.JP.08.NMC842"10
U.CI.07.07IC TNP3
U.FR.96.12034
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x.251 1A1
MAC.US.x.251"32H PJ15
MAC.US.x.251 BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142_ IVMXX
MAC.US.x.r80025
MAC.US.x.r90131
MNE.US.82.MNE_8
MNE.US.x.MNE®27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.SL92B
SMM.US.04.G078

SMM. US.04.G932

SMM. US.04.M919
SMM.US.04.M922

SMM. US.04.M923
SMM.US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950

SMM. US.04.M951
SMM.US.04.M952
SMM.US.05.D215

SMM. US.06.FT 3

SMM. US. 1.SI smEGGO FL10
SMM.US.86.C

SMM US.x.F236 H4
SMM.US.x.H

SMM US.x.PBJ14 15
SMM. US.x.PBJA
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM.US.x.

SMM.US.x.

SMM. X.X. pE660 CG7G
STM.US.89.STM_37_16

CCAATTAAGTGTTGGAATTGTGGGAAAGAGGGACACTCTGCAAGGCAATGCAGAGCCCCAAGAAGACAGGGATGCTGGAAATGTGGAAAAATGGACCATGTTATGGCCAAATGCCCAGACAGACAGGCGGG??TTTTAGGCCTTSGT&CAgGGﬁGA 2375
P I K C W N C G K E G H S A R Q CR AP RR QG C W K CGKMDHVMAKCUP DR QAG F LG LG P W G

IR A--

C--GCCA GA--CA C-

HIV-2 Genomes

Gag-Pol -1 ribosomal slip site
ol start
Gag p8 Nucleocapsid end Gag pl Spacer start

sjuwugI Y
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sowouan z-AlH

Gag pl spacer end Gag po start
MAC.US.x.239 AAGAAGCCCCGCAATTTCCCCATGGCTCAAGTGCATCAGGGGCTGATGCCAACTGCTCCCCCA
Pol G K E AP Q F P H G S S S G A D A N C S

Gag

CI.88.UC2

DE.x.BEN
DE.x.PEI2_KR_KRCG
GH.x.GH1 = ~
GM.87.D194

GM.x.ISY SBL 6669_85
GM. x.MCN

GM. x.MCR 35

GW.86. FG clone NIHZ
GW.87.C,

GW. x. MDS

IN.O7.NNVA
IN.95.CRIK

g$.98 NMC786 clone 41 23
SN.85 G C A -T---T- A--- -A--G CAA--G--AAGA- -
SN.86.ST7JSP4727 G CAA--G--AAG--- 1

GH.86.D205 ALT
JP.01.IMCI"KR020_1
CI.92.Abt96
AB.CM.03.03CM_510_ 03

H2 01 AB.CI.90.7312

H2~01 AB.JP.04. NMC3G7 20
H2~01 AB.JP.07.NMC716 81
H2~01-AB.JP.08.NMC842"10
U.CI.07.07IC TNP3
U.FR.96.12034

O WWWWW >>>>>>>>>>>>>>>>D

MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x.251 1Al
MAC.US.x.251_32H PJ5
MAC.US.x.251" BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 IVMXX
MAC.US.x.r80025
MAC.US.x.r90131

SMM.CI.79.SIVsmCI2

SMM.LR.89.SIVsmLIBl -
SMM.SL.92.SIVsmSL92A A-G-A
SMM.SL.92.5L92B TC- AG--AAA CAC--AG G-
SMM.US.04.G078 -C- A-C G A- -----C-A--G-G-A----
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM. US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM.US.05.D215
SMM. US.06.FTi 3
SMM.US. 1.SI smEGGO FL10
SMM. US.86.C
SMM.US.X.F236 H4
SMM.US.x.H
SMM.US.X.PBJIA 15
SMM.US.x.PBJA
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.
X.

.Us.
SMM. x.x. pE660 CG7G
STM.US.89.STM_37_16

sawoudn) AR[dwo) AIS/T-ATH
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181

MAC.
Pol
Gag

GH

CI.
DE.x.BEN
DE.

US.x.239

88.UC2
X.PEI2_KR_KRCG
GHI — —

WX
GM.87.D194
GM.
GM. x.MCN
GM.

7.D19.
x.IsY sBL 6669 85

Xx.MCR 35
86. FG clone NIHZ

A.

A.

A.

A.

A.

A.

A.

A.

A.GW.

A.GW.87.C

A.GW.X. MDS
A.IN.07.NNVA
A.IN.95.CRIK

A.JP.OB NMC786 clone 41
A.PT.x.Al

A.SN.85
A.SN.86.ST7JSP4727
B.CI.88.UC1
B.CI.x.20 56
B.CI.x.EHO
B.GH.86.D205 ALT
B.JP.01.IMCI_KR020 1
G.CI.92.Abt96
AB.CM.03.03CM_510_ 03
H2 01 AB.CI.90.7312
H2"01 AB.JP.04. NMC3G7 20
H2”01"AB.JP.07.NMC716-01
H2"01”AB.JP.08.NMC842"10
U.CI.07.07IC TNP3
U.FR.96.12034
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x.251 1A1
MAC.US.x.251"32H PJ15
MAC.US.x.251 BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142_ IVMXX
MAC.US.x.r80025
MAC.US.x.r90131
MNE.US.82.MNE_8
MNE.US.x.MNE®27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.SL92B
SMM.US.04.G078

SMM. US.04.G932

SMM. US.04.M919
SMM.US.04.M922

SMM. US.04.M923
SMM.US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950

SMM. US.04.M951
SMM.US.04.M952
SMM.US.05.D215

SMM. US.06.FT 3

SMM. US. 1.SI smE660 FL10
SMM.US.86.C

SMM US.x.F236 H4
SMM.US.x.H

SMM US.x.PBJ14 15
SMM. US.x.PBJA
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM.US.x.

SMM.US.x.

SMM. X.X. pE660 CG7G
STM.US.89.STM_37_16

Gagend
Pol Protease start Gag p6 end

GTGACAGAGGATTTGCTGCACCTCAATTCTCTCTTTGGAGGAGACCAGTAG TCACTGCTCATATTGAAGGAC 2606
G G _D R F A AP Q F S L A
V_T E D L L A L N _S L[ F_ G’ __D__Q_ -

-GTGACGGAAGACTTACTGCACCTCGAGCAGGGAGAGACACCTCGCAGAGAG.
-GTGACGGAGGACTTGCTGCACCTCGAGCAGAGAGAGACACCTCACAGAGAG .
- - -GTGACAGAGGACTTACTGCACCTCGAACAAGGAGAGACACCACACAAAGAG .
-GTGACGGAAGACTTACTGCACCTCGAGCAGGGAAAAGCACCTCACAGAGAG .
- - -GTGACGGAGGACTTACTGCACCTCGAGCAGGGAGAGACGCCCCACAGAGGG .
- -AGTGACAGAGGACTTGCTGCATCTCGAGCAAGGAGAGACACCACACAGAGAG. . .AC-
A--AGTGACAGAGGACTTACTGCACCTCGAGCAGGGAGAGGCACCATGCAGAGAG. . . AC-
A--AGTGACAGAGGACTTACTGCACCTCGAGCAGGGAGAAGCACCATACAGAGAG. . . AC-
AGTGACAGAGGAC ACTGCGTTTCGAGCA GGCAGAGACACCATGCAGGGAG...AC-

TGACAGAGGACTTACTGCACCTCGAACAAGGAGAGGCCCCATGCAGGGAG. . .ACA
TGACAGAGGACTTGCTGCACCTCGAGCAGGGAAAGACACCATGCAAGGAG...ACA
TGACAGAGGACCTACTGCACCTCGAGC GGGAGAAGCACCCTGCGGGGAA. . . AC

TGACAGAGGACCTACTGCACCTCGAGCAGGGAGGGGCACCCTGCGGGGAA. . . A
GTGACAGAGGACTTACTGCACCTCGAGCAAGGAGAGACACCTCACAGAGAG.
-GTGACGGAGGACTTACTGCACCTCGAGCAGGGAGAGACACCACACAAAGAG

G . -AGTGACAGAGGACTTACTGCACCTCGAGCAG GACACCATACAGGGAGCCACCA-
ffffff .CAG-------G--- ffff—AffAGTGACAGAGGACTTCCTGCAGCTCGAGAAACAAGAGACACCATGCAGAGAG .AC

>

CLCTA-TA--G----G--C-
--------------------------------------- Ac-eceooooo.oo-GA--ATG---C--G--T-
AAG G

HIV-2 Genomes
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sowouan z-AlH

MA%.US.X.239 éGCSTGTAGAAGTATJACTGGﬁTACAGGGGgTGATGATTCTAETGTAACAGGAAEAGAGTTAGGTCEACATTﬁTACCCCAAéAAEAGTAGGAGgAAZAGGAGgTTETA;TAATACTAAAGAATACAAAAATGTAGAAATAGAAGTTTTAGGCAéAAGGATTAAAGGGAgA 2776

CI.88 uc2

.X.BEN
DE.x PEI2 KR KRCG

GH1

M.87.
GM.x.ISY SBL 6669 _85
GM.x C 13

GM.

GW.86 FG clone NIHZ
Gw.87 C M2CG

W.x .M

.07. NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
T.X.ALI

SN.85.R0OD
SN.86.ST JSP4 27

.x.EHO
GH.86.D205_ALT

JP.01.IMCJ_KRO20_1

CI.92.Abt96
AB.CM.03.03CM _510_03
H2_01 AB.CI.90.7312A
H2"01"AB.JP.04.NMC307 20
H2_01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10
U.CI.07.07IC TNP3
U.FR.96.12033

O WOWWWW >>>>>>>>>>>>>>>>> g
= 5]
=

MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x. 5
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251_ BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x. 74
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.SIV%ESLQZA

SMM.SL.92.5L9 G A--GGTA- -A G--AA»--
SMM. US.04.G07 G T A G--A--- 20
SMM. US . 04 . G932

SMM. US.04.M919 G

SMM. US . 04 .M922 G

SMM. US . 04 .M923 G

SMM. US . 04 .M926 G

SMM. US . 04 .M934 G

SMM. US . 04 .M935 G

SMM . US . 04 . M99 G

SMM. US . 04 .M946 G

SMM. US . 04 .M947 ¢

SMM . US . 04 .M949 G

SMM. US . 04 .M950 G

SMM. US . 04 .M951 ¢

SMM . US - 04 .M952 G

SH.US.05.D215 C

SMM.US .06 F 3

SMM . US . 1.51 smEGGG FL10

SMM. US .86 . C

SMM.US.x.F236 7

SMM . US - x . H9

SMM.US . x.PBJ14_15

SMM.US . x.PBJA ~

SMM.US . x.PB]_143

SMM. US . x.PBI_6P6

SMM. US . X . PGM53

SMM. US . x . SME543

SMM. X X . pE660. CG7G

STM.US.89.STM_37_16 - - S TT-Gome - A-C----- G--A--emnen G-AA--A----- A--T 2423

sawoudn) AR[dwo) AIS/T-ATH
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€81

Pol Protease end Pol p66 and p51 RT start
MA%.US.X.239 ATCATGACAGGGGéCACCCCGATTAACATTT{TGGTAEAAQTTEGCTAACAGCTCTGGGGAEGTCTCEAAﬁTTTTCCCA;AGCTAAAGTAGCGCCTGTAAAAGTCGCCTXAAAGCCAGGAAéGGATGGACgAAéATTGAAGCAGTSGCCATTATCAAéAGAAAAGATAGT 2946

CI.88.UC2

DE.x.BEN

DE.x PEI2 KR _KRCG
GH1

M.87.
GM.x.ISY SBL 6669 85
GM. x.MCN 13

GM. x.MCR

GW.86. FG clone NIHZ
GW.87.CAM2CG
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H2"01"AB.JP.04.NMC307 20 A-CT---GC--CT-A--C---AG-
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MAC.US.x.251 1A11
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SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.PGM53
SMM x.SME

.US.x.SME543
SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16
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GéAAAGAIGGﬁAAAGGATGGTCéGTEGGAGGAAGCTCCCCCGACCAATCCATACA¢CACCCCCACATTTGCTAXAAAGAAAAAGGATAAGAACAAATGGAGAATGCTGAIAGATTTTAGGGAACTAAATAGGGTCACTC#GGSCTTTA 3113
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MA%.US.X.239 CGGAAGTCCAATEAGGAAEACCACACCCTGCAGGACEAGCAAﬁAAGGAéAAGAA;TACAGTACTGGATATAGGTGéTGCATQTTTCTCCAEACCTC;AGATGAAGAATTTAGGCAGTGCACTGCCTTTACTTTACCATCAGgAACTAﬁTGCAGAGCCAGGAAéACGATAC 3283
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MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x. 5
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MAC.US.x.251_ BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x. 74
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.SIV%ESLQZA

SMM.SL.92.SL9.
SMM. US.04.G07
SMM. US.04.G932
SMM. US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US. 5.0215
SMM.US.06.F 3
SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C
SMM.US.X.FZ36 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.PGM53
SMM x.SME

.US.x.SME543
SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16
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MAC.

O WOWWWW >>>>>>>>>>>>>>>>> g
=
=

AB.C
H2 0
H2_0
H2~0
u.cI.

U.FR.

GH.
JP.

CI.

US.x.239

.88 uc2

.X.BEN

.x PEI2 KR KRCG
GH1

M.87.
.x.ISY SBL 6669 _85
.x C 13

.86 FG clone NIHZ
.87 C M2CG
X.

.@7 NNVA

.95.CRIK

.08. NMC786 clone 41
X.ALI

.85.R0D
186.ST_JSP4 27

X El

86.D205_ALT
01.IMCJ”KR0O20_1
92.Abt96
M.03.03CM_510_03

1 AB.CI.90.7312A
1AB.JP.04.NMC307 20
1 AB.JP.07.NMC716_01
1”_AB.JP.08.NMC842~10

07.07IC_TNP3

96.12033
US.x.17EC1
US.x.1937
US.x.2065
.US.x.251 1Al11
US.x.251732H PJ5
US.x.251_ BK2
US.x.80035
US.x.81035
.US.x.85013
US.x.87082
US.x.92050
US.x.92077
.US.x.93057
US.x.93062
US.x.95058
US.x.95086
US.x.95112
.US.x.96016
US.x.96020
US.x.96072
US.x.96081
.US.x.96093
.US.x.96114
US.x.96123
US.x.96135
US.x.97009
.US.x.97074
US.x.MM142 IVMXX
US.x.r80025
US.x.r90131
US.82.MNE_8
US.x.MNEO27

.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIV§ESL92A

SL.92.SL9
US.04.G07
.US.04.G6G932
US.04.M919
US.04.M922
US.04.M923
.US.04.M926
.US.04.M934
US.04.M935
US.04.M940
US.04.M946
.US.04.M947
US.04.M949
US.04.M950
US.04.M951
US.04.M952
.US. 5.0215
US.06.F 3
us. 1.SI SmEGGG FL10
US.86.C
.US.x.F236 H4
US.x.H9
US.x.PBJ14_15
US.x.PBJA ~
US.x.PBJ_143
.US.x.PBJ_6P6
.US.x.PGM53
S.x.SME.

\US.x.SME543
'X.X.pE66D.CG7G
.US.89.STM 37 16

sowouan z-AlH

A$TT?TAAGGTTCTGCCTCAGGSATgGAAGGGGTgACgAGCCATCTTCCAATéCACTATGAGACATGTGCTAGAACCCTTCAGGAQGGCAAATCCAGATGTGACCTTAGTCCAGTéTATGGATGACATCTTAATAGCTAGTGéCAGGACAGACCTGGAACATGﬁCAGGGT 3453

A -G--AT- A- AAG

I A----- G--G-~CT-------A-----A--A-----C--G---A-C-TTC-CA-T

------ T-C-----GA-G--AT----T--T-----A-----C--CAGC-----C-TTA--A-T
C GA-G--A C- A--A--C--CGAT C---A

-A--A--C--CAGC
-A-G---C--CAAT
-A- AAT

sawoudn) AR[dwo) AIS/T-ATH
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MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x. 5
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251_ BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x. 74
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.SIV%ESLQZA

SMM.SL.92.SL9.
SMM. US.04.G07
SMM. US.04.G932
SMM. US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US. 5.0215
SMM.US.06.F 3
SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C
SMM.US.X.FZ36 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.PGM53
SMM x.SME

.US.x.SME543
SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16

AGTTTTACﬁGTSAAéGGAACTCTTGAATAGCAgAGGGTETTCTACCCCAGAAGAGAéATTCCAAAGAGATCCCCCATTTCéATgGATGGGGTéCGAATTGTGGCCAACAA#ATGGAAGTTGCAAAGGATAGAGTTGCCACAAAgAGAGACCTGGACAGTGAATGATATAC 3623

G---C-G---CT
---G-CC--ACT---A--G-
CT-~-AC----A

---G-CC--ACT---A--G--A--A-

---G-CT--ACT---A--G--AC-A---GA

G- C

“TC-A--C-
G--TC-A---G-
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MAC.US.x. 5
MAC.US.x.251 1A11
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MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
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MAC.US.x. 74
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SMM. US.04.G932
SMM. US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US. 5.0215
SMM.US.06.F 3
SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C
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SMM. US.x.H9
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A---A-C--G--Y-AA-
A-GG--CA-G--C-RAC

A-CT-A--C-AAC-G

T-

sowouan z-AlH

A--AT-
-A--A

AGASGTTAGTAGGAGEATJAAﬁTTGGGCAGCTCAAAETTATCCAGGTAEAAAAACCAAACATCTCTGTAgGT;AA[TAGAGGAAéAATGACTC;AACAG#GGAAGTTCAGTSGACTGAGATGGCAGAAGCAGAATATGAGGAAAéTAﬁAAIAATTCTCAGTCéGGéACAA 3793

GCTA——A——G——C G-

T--C--AGAC-
T--CT-

--C--CT-AGAA--A

- T-G-
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MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x. 5
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251_ BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x. 74
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.SIV%ESLQZA

SMM.SL.92.SL9.
SMM. US.04.G07
SMM. US.04.G932
SMM. US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US. 5.0215
SMM.US.06.F 3
SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C
SMM.US.X.FZ36 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.PGM53
SMM x.SME

.US.x.SME543
SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16

GéAGGATgTTéTTACC¢AGSAGGCAéGCCATTAGAAGCCACGGTAAJAAAGAGTCéGGéCAATCAGTSGTCTTéTA¢AATTCACCAAGéAGACAAAAEA

-AG- -AGA---G--G--A
GA

-CAG--A-A-TTA----

-CAG--A-AC-TA-CA-
-A--A--GCAG- -A-ACTTA-CA--C
-A--A--GCAG- -A-ACTTA-CA- -C
-A--A---CAG--A-ACTTA-CA- -

-A-T---G-C.
—o-T---6-C
e oT---G-

--GCAG- - - -A--TA-----C
GC-T--A-A---A--T-

C\R [alalalaNaNaNalalalnlnial
>
—
(@]

4

.CTGAAAGTAGGAAAATTTGCAAAGATAAAGAATACACATACCAATGGAGTGAGACTATTAGCACATGT 3960
I L K V. G K F A K I K N T H T N G V R L L _AH

sjuwugI Y
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MAC.US. x.239 AT ACAGAAA T AGGAAAGGAAGCARTAGTGAT CTGGGCACAGGT CC AT FCCACTTACCAGT TGAGAAGGATGTATAGAACAGTEGT GACAGACTATTEGCAGGTAAC CTGGATACCGGANTGGGATTTTATCTCAACACCACCGCTAGTAAGATIAGTCTTCA 4130
£1.88.UC2 C--- --A T -A--G--C--G--GACA--T-
G -A--G--C--G---ACA--T-

107 wnipuddwo)) duanbag ATH

.X.BEN
DE.x PEI2 KR KRCG
GH1

M.87.
GM.x.ISY SBL 6669 _85
GM.x C 13

GM.

GW.86 FG clone NIHZ
Gw.87 C M2CG

W.x .M

.07. NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
T.X.ALI

SN.85.R0OD
SN.86.ST JSP4 27

.x.EHO
GH.86.D205_ALT

JP.01.IMCJ_KRO20_1

CI.92.Abt96
AB.CM.03.03CM _510_03

H2_01 AB.CI.90.7312A

H2"01"AB.JP.04.NMC307 20
H2_01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3

O WOWWWW >>>>>>>>>>>>>>>>> g
= 5]
=

A--A-G---CACC
A--R-GA--AAC-
A----GA--GAC-

ACA--T- 3

<<G----CA--T-
<o-C---CA--T-

TT-G-----G----CA-AT-

U.FR.96.12033 -C-G-CA-AT-
MAC.US.x.17EC1

MAC.US.x.1937

MAC.US.x. 5

MAC.US.x.251 1A11

MAC.US.x.251"32H PJ5

MAC.US.x.251_ BK2

MAC.US.x.80035

MAC.US.x.81035

MAC.US.x.85013

MAC.US.x.87082

MAC.US.x.92050

MAC.US.x.92077

MAC.US.x.93057

MAC.US.x.93062

MAC.US.x.95058

MAC.US.x.95086

MAC.US.x.95112

MAC.US.x.96016

MAC.US.x.96020

MAC.US.x.96072

MAC.US.x.96081

MAC.US.x.96093

MAC.US.x.96114

MAC.US.x.96123

MAC.US.x.96135

MAC.US.x.97009

MAC.US.x. 74

MAC.US.x.MM142 TVMXX

MAC.US.x.r80025

MAC.US.x.r90131

MNE.US.82.MNE_8

MNE.US.x.MNEO27 ----

SMM.CI.79.SIVsmCI2 -A--A-A--GTTC- A
SMM.LR.89.SIVsmLIB1 -AA--G---A T-----G- A
SMM.SL.92.SIVsmSL92A A
SMM.SL.92.5L92B A
SMM. US.04.G07 A
SMM. US.04.G932 A
SMM. US.04.M919 A
SMM. US.04.M922 A
SMM.US.04.M923 A
SMM. US.04.M926 A
SMM. US.04.M934 A
SMM. US.04.M935 A
SMM. US.04.M940

SMM. US.04.M946 A
SMM. US.04.M947 A
SMM. US.04.M949

SMM. US.04.M950 A
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215

SMM.US.06.F 3

SMM. US. 1.SI SmEGGG FL10

SMM.US.86.C

SMM.US.X.FZ36 H4

SMM. US.x.H9

SMM.US.x.PBJ14_15

SMM.US.x.PBJA —

SMM.US.x.PBJ_143

SMM.US.x.PBJ”6P6

SMM. US. x.PGM53

SMM x.SME

.US.x.SME543
SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y
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Tel

MAC.

O WOWWWW >>>>>>>>>>>>>>>>> g
=
=

AB.C
H2 0

H2"0
u.CI.

U.FR.

GH.
JP.

CI.

US.x.239

.88 ucz2

.X.BEN

.x PEI2 KR _KRCG
GH1

M.87.
.x.ISY SBL 6669 _85
.x C 13

.86 FG clone NIHZ
.87 C M2CG
X.

.@7 NNVA

.95.CRIK

.08. NMC786 clone 41
X.ALI

.85.R0D
.86.ST_JSP4 27

36 ho0s ALT
01.IMCI"KR020 1
92.Abt96
M.03.03CM 510 03
1 AB.CI.90.7312A

1AB.JP.04.NMC307 20
1_AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10

07.07IC_TNP3

96.12033
US.x.17EC1
US.x.1937
US.x.2065
.US.x.251 1Al11
US.x.251732H PJ5
US.x.251_ BK2
US.x.80035
US.x.81035
.US.x.85013
US.x.87082
US.x.92050
US.x.92077
.US.x.93057
US.x.93062
US.x.95058
US.x.95086
US.x.95112
.US.x.96016
US.x.96020
US.x.96072
US.x.96081
.US.x.96093
.US.x.96114
US.x.96123
US.x.96135
US.x.97009
.US.x.97074
US.x.MM142 IVMXX
US.x.r80025
US.x.r90131
US.82.MNE_8
US.x.MNEO27

.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIV§ESL92A

SL.92.SL9
US.04.G07
.US.04.G6932
US.04.M919
US.04.M922
US.04.M923
.US.04.M926
.US.04.M934
US.04.M935
US.04.M940
US.04.M946
.US.04.M947
US.04.M949
US.04.M950
US.04.M951
US.04.M952
.US. 5.0215
US.06.F 3
us. 1.SI SmEﬁGG FL10
US.86.C
.US.x.F236 H4
US.x.H9
US.x.PBJ14_15
US.x.PBJA ~
US.x.PBJ_143
.US.x.PBJ_6P6
.US.x.PGM53
S.x.SME.

\US.x.SME543
'X.X.pE66D.CG7G
.US.89.STM 37 16

Pol RT end Pol p15 RNAse H start

ATCTAGTGAAGGACCCTATAGAGGGAGéAGAAACCTATTeTACAGATGGAT%ATSTAéTAAACAGTgAAéAGﬁAGGGAéAGCAGGATéTATCACAG#TAGGGGCAéAGACAAAGTAAAAGTGTJAGAACAGA%TACTAATCAACGAG%AGQATTGGAAGCATTTCTCATG 4300

-C----- C--A----- CC----ARAG-TG--------
-CC----A

<T--<-A--A--A--CT-G--A---AC------

C
C-
C-

> )>)>)>)>)>)>)>)>\

HIV-2 Genomes

c
C--CTATC-A 4289
GC---- 3947
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MA%.US.X.239 GCATTGACAGACTCAGgGCEAAAGGCAAﬁTAETATAGTAGATTCACéATéTGTTATGGGAAEAATAACAGGATgCCETACAGAATCAGQGAGCAgGCTAGTTAATCAAAEAATAG%AGAAATGATTA%AAAGTCAGéAAETT?TGTAGCATGGGTACCAGCACACAGAGG 4470

CI.88 uc2

.X.BEN
DE.x PEI2 KR KRCG

GH1

ool

M.87.
GM.x.ISY SBL 6669 _85
GM.x C 13

GM.

GW.86 FG clone NIHZ
Gw.87 C M2CG

W.x .M

.07. NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
T.X.ALI

SN.85.R0OD
SN.86.ST JSP4 27

OO OOOOOD

.x.EHO
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1 -TC-
CI.92.Abt96 6----RCAA- -A- G-
AB.CM.03.03CM _510_03 G-T-C-CAR--A--

O WOWWWW >>>>>>>>>>>>>>>>> g
= 5]
=

H2_01 AB.CI.90.7312A - G-T---CAG--A-
H2"01"AB.JP.04.NMC307 20 Al
H2_01 AB.JP.07.NMC716_01

H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3 - -ATCACCA--G--A -C-TG---GA--CT
U.FR.96.12033 TC-CCA A-GG--AGA--C-
MAC.US.x.17EC1 -
MAC.US.x.1937

MAC.US.x. 5

MAC.US.x.251 1A11

MAC.US.x.251"32H PJ5

MAC.US.x.251_ BK2

MAC.US.x.80035

MAC.US.x.81035

MAC.US.x.85013

MAC.US.x.87082

MAC.US.x.92050

MAC.US.x.92077

MAC.US.x.93057

MAC.US.x.93062

MAC.US.x.95058

MAC.US.x.95086

MAC.US.x.95112

MAC.US.x.96016

MAC.US.x.96020

MAC.US.x.96072

MAC.US.x.96081

MAC.US.x.96093

MAC.US.x.96114

MAC.US.x.96123

MAC.US.x.96135

MAC.US.x.97009

MAC.US.x. 74

MAC.US.x.MM142 TVMXX

MAC.US.x.r80025

MAC.US.x.r90131

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.SIV%ESLQZA

SMM.SL.92.SL9.
SMM. US.04.G07
SMM. US.04.G932
SMM. US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US. 5.0215
SMM.US.06.F 3
SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C
SMM.US.X.FZ36 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.PGM53
SMM x.SME

.US.x.SME543
SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16
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MAC.
ol

O WNWWW >>>>>>>>>>>>>>>>> U

AB.C
H2_©
H2-0
H2-0
H2-0
u.cI
U.FR

CI
DE.
DE.
GH.x.GH1
GM.
GM.
GM.
GM.
GW.
GW.
GW. x
IN.
IN.
JP.
PT.x.ALI
SN.
SN.

GH.
JP.

CI.

US.x.239

.88.UC2
X.BEN
X.PEI2 KR KRCG

87.D194

x.ISY SBL 6669 85
X.MCNI3

X.MCR35

86.FG clone NIHZ
87.CAM2CG ~

.MDS
07.NNVA

95.CRIK 147
08.NMC786_clone_41

85.ROD
86.5T_JSP4 27

X El

86.D205_ALT
01.IMCJ”KR0O20_1
92.Abt96
M.03.03CM 510 03

1 AB.CI.90.7312A
1AB.JP.04.NMC307 20
1_AB.JP.07.NMC716_01
1”_AB.JP.08.NMC842”_10

.07.07IC_TNP3
.96.12032
US.x.17EC1
US.x.1937
US.x.2065
.US.x.251 1Al11
US.x.251732H PJ5
US.x.251_ BK2
US.x.80035
US.x.81035
.US.x.85013
US.x.87082
US.x.92050
US.x.92077
.US.x.93057
US.x.93062
US.x.95058
US.x.95086
US.x.95112
.US.x.96016
US.x.96020
US.x.96072
US.x.96081
.US.x.96093
.US.x.96114
US.x.96123
US.x.96135
US.x.97009
.US.x.97074
US.x.MM142 IVMXX
US.x.r80025
US.x.r90131
US.82.MNE_8
US.x.MNEO27

.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIV§ESL92A

SL.92.SL9
US.04.G07
.US.04.G932
US.04.M919
US.04.M922
US.04.M923
.US.04.M926
.US.04.M934
US.04.M935
US.04.M940
US.04.M946
.US.04.M947
US.04.M949
US.04.M950
US.04.M951
US.04.M952
.US.05.D215
us. 6.FT3
US.11.SIVsmE660_FL10
US.86.CFU212 —
.US.x.F236_H4
US.x.H9
US.x.PBJ14_15
US.x.PBJA ~
US.x.PBJ_143
.US.x.PBJ_6P6
.US.x.PGM53
S.x.SME.

\US.x.SME543
'X.X.pE66D.CG7G
.US.89.STM 37 16

~GC-A--C---
-GC-ACAGCAT

HIV-2 Genomes
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MAC.
ol

O WNWWW >>>>>>>>>>>>>>>>> U

AB.C
H2_©
H2-0
H2-0
H2"0
u.cI
U.FR

CI
DE.
DE.
GH.x.GH1
GM.
GM.
GM.
GM.
GW.
GW.
GW. x
IN.
IN.
JP.
PT.x.ALI
SN.
SN.

GH.
JP.

CI.

US.x.239

.88.UC2
X.BEN
X.PEI2 KR KRCG

87.D194

x.ISY SBL 6669 85
X.MCNI3

X.MCR35

86.FG clone NIHZ
87.CAM2CG ~

.MDS
07.NNVA

95.CRIK 147
08.NMC786_clone_41

85.ROD
86.5T_JSP4 27

X El

86.D205_ALT
01.IMCJ”KR0O20_1
92.Abt96
M.03.03CM 510 03

1 AB.CI.90.7312A
1AB.JP.04.NMC307 20
1 AB.JP.07.NMC716_01
1”_AB.JP.08.NMC842~10

.07.07IC_TNP3
.96.12032
US.x.17EC1
US.x.1937
US.x.2065
.US.x.251 1Al11
US.x.251732H PJ5
US.x.251_ BK2
US.x.80035
US.x.81035
.US.x.85013
US.x.87082
US.x.92050
US.x.92077
.US.x.93057
US.x.93062
US.x.95058
US.x.95086
US.x.95112
.US.x.96016
US.x.96020
US.x.96072
US.x.96081
.US.x.96093
.US.x.96114
US.x.96123
US.x.96135
US.x.97009
.US.x.97074
US.x.MM142 IVMXX
US.x.r80025
US.x.r90131
US.82.MNE_8
US.x.MNEO27

.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIV§ESL92A

SL.92.SL9
US.04.G07
.US.04.G932
US.04.M919
US.04.M922
US.04.M923
.US.04.M926
.US.04.M934
US.04.M935
US.04.M940
US.04.M946
.US.04.M947
US.04.M949
US.04.M950
US.04.M951
US.04.M952
.US.05.D215
us. 6.FT3
US.11.SIVsmE660_FL10
US.86.CFU212 —
.US.x.F236_H4
US.x.H9
US.x.PBJ14_15
US.x.PBJA ~
US.x.PBJ_143
.US.x.PBJ_6P6
.US.x.PGM53
S.x.SME.

\US.x.SME543
'X.X.pE66D.CG7G
.US.89.STM 37 16

A
A
A
A
A
A
A
A
A

>>

T----G-
T----G-
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AB.C
H2_©
H2-0
H2-0
H2-0
u.cI
U.FR

CI
DE.
DE.
GH.x.GH1
GM.
GM.
GM.
GM.
GW.
GW.
GW. x
IN.
IN.
JP.
PT.x.ALI
SN.
SN.

GH.
JP.

CI.

US.x.239

.88.UC2
X.BEN
X.PEI2 KR KRCG

87.D194

x.ISY SBL 6669 85
X.MCNI3

X.MCR35

86.FG clone NIHZ
87.CAM2CG ~

.MDS
07.NNVA

95.CRIK 147
08.NMC786_clone_41

85.ROD
86.5T_JSP4 27

X El

86.D205_ALT
01.IMCJ”KR0O20_1
92.Abt96
M.03.03CM 510 03

1 AB.CI.90.7312A
1AB.JP.04.NMC307 20
1_AB.JP.07.NMC716_01
1”_AB.JP.08.NMC842”_10

.07.07IC_TNP3
.96.12032
US.x.17EC1
US.x.1937
US.x.2065
.US.x.251 1Al11
US.x.251732H PJ5
US.x.251_ BK2
US.x.80035
US.x.81035
.US.x.85013
US.x.87082
US.x.92050
US.x.92077
.US.x.93057
US.x.93062
US.x.95058
US.x.95086
US.x.95112
.US.x.96016
US.x.96020
US.x.96072
US.x.96081
.US.x.96093
.US.x.96114
US.x.96123
US.x.96135
US.x.97009
.US.x.97074
US.x.MM142 IVMXX
US.x.r80025
US.x.r90131
US.82.MNE_8
US.x.MNEO27

.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIV§ESL92A

SL.92.SL9
US.04.G07
.US.04.G932
US.04.M919
US.04.M922
US.04.M923
.US.04.M926
.US.04.M934
US.04.M935
US.04.M940
US.04.M946
.US.04.M947
US.04.M949
US.04.M950
US.04.M951
US.04.M952
.US.05.D215
us. 6.FT3
US.11.SIVsmE660_FL10
US.86.CFU212 —
.US.x.F236_H4
US.x.H9
US.x.PBJ14_15
US.x.PBJA ~
US.x.PBJ_143
.US.x.PBJ_6P6
.US.x.PGM53
S.x.SME.

\US.x.SME543
'X.X.pE66D.CG7G
.US.89.STM 37 16
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MAC.US.x.239
ol

CI.88.UC2

DE.x.BEN
DE.x.PEI2 KR KRCG
GH.x.GH1

GM.87.D194

GM.x.ISY SBL 6669 85
GM.x.MCN13
GM.x.MCR35
GW.86.FG clone NIHZ
GW.87.CAM2CG
GW.x.MDS

IN.O7.NNVA

IN.95.CRIK 147
JP.08.NMC786_clone_41
PT.x.ALI - -
SN.85.R0OD -A-
SN.86.ST JSP4 27 AGC-----T--A--G-

-G

.x.EHO
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1
CI.92.Abt96
AB.CM.03.03CM _510_03
H2 01 AB.CI.90.7312A
H2"01"AB.JP.04.NMC307 20
H2_01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10
U.CI.07.07IC_TNP3
U.FR.96.12033

O WNWWW >>>>>>>>>>>>>>>>> U

MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x. 5
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251_ BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x. 74
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.SIV%ESLQZA

SMM.SL.92.SL9.

SMM. US.04.G07

SMM. US.04.G932 T
SMM. US.04.M919 T-
SMM. US.04.M922 T-
SMM.US.04.M923 T-
SMM. US.04.M926 T-
SMM. US.04.M934 T-
SMM. US.04.M935 T-
SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950

SMM.US.04.M951

SMM. US.04.M952

SMM.US.05.D215

SMM. US. 6.FT3

SMM.US.11.SIVsmE660_FL10

SMM.US.86.CFU212

SMM.US.x.F236_H4

SMM.US.x.H9

SMM.US.x.PBJ14_15

SMM.US.x.PBJA —

SMM.US.x.PBJ_143

SMM.US.x.PBJ”6P6

SMM. US. x.PGM53

SMM x.SME

.US.x.SME543
SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16
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AB.C
H2_©
H2-0
H2-0
H2-0
u.cI
U.FR

CI
DE.
DE.
GH.x.GH1
GM.
GM.
GM.
GM.
GW.
GW.
GW. x
IN.
IN.
JP.
PT.x.ALI
SN.
SN.

GH.
JP.

CI.

US.x.239

.88.UC2
X.BEN
X.PEI2 KR KRCG

87.D194

x.ISY SBL 6669 85
X.MCNI3

X.MCR35

86.FG clone NIHZ
87.CAM2CG ~

.MDS
07.NNVA

95.CRIK 147
08.NMC786_clone_41

85.ROD
86.5T_JSP4 27

X El

86.D205_ALT
01.IMCJ”KR0O20_1
92.Abt96
M.03.03CM 510 03

1 AB.CI.90.7312A
1AB.JP.04.NMC307 20
1_AB.JP.07.NMC716_01
1”_AB.JP.08.NMC842”_10

.07.07IC_TNP3
.96.12032
US.x.17EC1
US.x.1937
US.x.2065
.US.x.251 1Al11
US.x.251732H PJ5
US.x.251_ BK2
US.x.80035
US.x.81035
.US.x.85013
US.x.87082
US.x.92050
US.x.92077
.US.x.93057
US.x.93062
US.x.95058
US.x.95086
US.x.95112
.US.x.96016
US.x.96020
US.x.96072
US.x.96081
.US.x.96093
.US.x.96114
US.x.96123
US.x.96135
US.x.97009
.US.x.97074
US.x.MM142 IVMXX
US.x.r80025
US.x.r90131
US.82.MNE_8
US.x.MNEO27

.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIV§ESL92A

SL.92.SL9
US.04.G07
.US.04.G932
US.04.M919
US.04.M922
US.04.M923
.US.04.M926
.US.04.M934
US.04.M935
US.04.M940
US.04.M946
.US.04.M947
US.04.M949
US.04.M950
US.04.M951
US.04.M952
.US.05.D215
us. 6.FT3
US.11.SIVsmE660_FL10
US.86.CFU212 —
.US.x.F236_H4
US.x.H9
US.x.PBJ14_15
US.x.PBJA ~
US.x.PBJ_143
.US.x.PBJ_6P6
.US.x.PGM53
S.x.SME.

\US.x.SME543
'X.X.pE66D.CG7G
.US.89.STM 37 16
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MAC.US.x.239

Pol

Vif

CI.88.UC2

DE.x.BEN
DE.x.PEI2_KR_KRCG
GH.x.GH1 = ~
GM.87.D194

GM.x.ISY SBL 6669_85
GM.x.MCN

GM. x.MCR 35

GW.86. FG clone NIHZ
GW.87.C,

GW. x. MDS

IN.O7.NNVA
IN.95.CRIK

JP.GB NMC786 clone 41
PT.x.A

'85
SN.86.ST7JSP4727

GH.86.D205 ALT
JP.01.IMCI"KR020_1
CI.92.Abt96
AB.CM.03.03CM_510_ 03

H2 01 AB.CI.90.7312

H2~01 AB.JP.04. NMC3G7 20
H2~01 AB.JP.07.NMC716 81
H2~01-AB.JP.08.NMC842"10
U.CI.07.07IC TNP3
U.FR.96.12034

O WWWWW >>>>>>>>>>>>>>>>D

MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x.251 1Al
MAC.US.x.251_32H PJ5
MAC.US.x.251" BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 IVMXX
MAC.US.x.r80025
MAC.US.x.r90131

SMM.CI.79.SIVsmCI2

SMM.LR.89.SIVsmLIBl
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B
SMM.US.04.G078

SMM. US.04.G932
SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952
SMM.US.05.D215

SMM. US.06.FTi 3
SMM.US. 1.SI smEGGO FL10
SMM. US.86.C
SMM.US.X.F236 H4
SMM.US.x.H
SMM.US.X.PBJIA 15
SMM.US.x.PBJA
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.

SMM X.

.Us.
SMM. x.x. pE660 CG7G
STM.US.89.STM_37_16

V1f start

AAGGCTAAAATTATCAAAGATTATGGAGGAGGAAAAGAGGTGGATAGCAGTTCCCACATGGAGGATACC..
__A_ K I I K D Y G G G E VD S S S H E

W I AV P _T_W R I P

e e L Ialalatolel

L D
POOOOODOOD,
|

sowouan z-AlH

Pol, Gag-Pol, and p31 Integrase end

.G?AGéGGCTAgAGéGGEGGSA ........................ TAG. . CCTCATAAAATATCTGAAATATAAAACTAAAGATCTACAAAAGGTTTG 5458

CS## LI K Y L K Y K T K D L Q K VvV C

CAGTCTGGTCAAGTACCTGAAGCA- -
CAGTCTGGTCAAGTACCTGAAGCA
CAGTCTAATTAAATACCTGAAATA
CAGTCTGATTAAGTATCTTAAGTA
CAGCCTAGTCAAATATCTGAAACA

CAGTCTGATCAAATACCTTAAGTA——A
-CAGTCTAGTCAAGTATCTGAAGCA- -
-CAGTCTGGTCAAGTACCTGAAGCA
-CAGTCTAGTCAAGCACCTGAAGCA
-CAGTCTGGTCAAGTACCTGAAGCA
CAGCTTGGTGAAATACCTTAAGCA- -
CTCCCTGATCAAACACCTG.AGTA
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MA%.US.X.239 CTATGTGCCCCATT;TAAGGTCGEATGGGCATGGTGGACCTgCAgCAGAGTAATCT}CCCACTACGGGAAGSAASCCATTTAGAAGTACSAGgGTATTGGCﬁTT[GACACCAGAAAAAGgGTGGCTCAgTACTTATGCAGTGAGGATAACCTGGTACTgAAAGAACTTTT 5628

CI.88.UC2

DE.x.BEN

DE.x PEI2 KR _KRCG
GH1

44

M.87.
GM.x.ISY SBL 6669 85
GM. x.MCN 13

GM. x.MCR

GW.86. FG clone NIHZ
GW.87.CAM2CG

W.x.MDS

.07.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
T.X.ALI

SN.85.R0OD
SN.86.ST JSP4 27

A oA~

.x.EHO
GH.86.D205_ALT
JP.01.IMCI”KR020_1 -
CI.92.Abt96 -G--A---T- A--CCAG
AB.CM.03.03CM 510_03 - - - GG--ACTCT-G--C--C

H2_01 AB.CI.90.7312A T GG--A- TCT G---T-C
H2"01"AB.JP.04.NMC307 20

O WOWWWW >>>>>>>>>>>>>>>>> E
=
=

H2-01"AB.JP.07.NMC716 01 -T-----CCA C---A-TA-----GCATGGC c T TGA-G -C-
H2"01°AB.JP.08.NMC842°10  T---A-C-----CCAC-----G---=--=-ComvmmmeaToeoos TAA-GG--G- - -C-
U.CI.07.07IC TNP3 ¢ TA---G-GGA- -C-
U.FR.96.12034 51
MAC.US.x.17EC1

MAC.US x.1937

MAC |US X 2065

MAC.US .. 251" 1A11

MAC.US X251 32H P15

MAC |US .. 251 BK2

MAC.US.x. 80035

MAC.US ' x.81035

MAC .US . x.85013

MAC.US . x.87082

MAC | US ' X.92050

MAC .US x.92077

MAC.US.x93057

MAC |US ' x.93062

MAC |US x.95058

MAC.US.x.95086

MAC|US 'x.95112

MAC .US x.96016

MAC.US . x.96020

MAC |US ' x.96072

MAC |US X 96081

MAC.US . x.96093

MAC [US ' x.96114

MAC.US x.96123

MAC | US ' x.96135

MAC .US ' x.97009

MAC .US x.97074

MAC_US X MM142_ TVMXX

MAC .US .. r80025

MAC.US .. r90131

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.SIV%ESLQZA

SMM.SL.92.SL9.

SMM. US.04.G07

SMM. US.04.G932
SMM. US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US. 5.0215
SMM.US.06.F 3

SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C
SMM.US.X.FZ36 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.PGM53
SMM.US. x.SME543
SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16 ----G--T--T - - - --TA-C-GA--T--C-
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YAC.US . x. 239

CI.88 uc2

.X.BEN
DE.x PEI2 KR KRCG

GH1

M.87.
GM.x.ISY SBL 6669 _85
GM.x C 13

GM.

GW.86 FG clone NIHZ
Gw.87 C M2CG

W.x .M

.07. NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
T.X.ALI

SN.85.R0OD
SN.86.ST JSP4 27

.x.EHO
GH.86.D205_ALT

JP.01.IMCJ_KRO20_1

CI.92.Abt96
AB.CM.03.03CM _510_03
H2_01 AB.CI.90.7312A
H2"01"AB.JP.04.NMC307 20
H2_01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10
U.CI.07.07IC TNP3
U.FR.96.12033

O WOWWWW >>>>>>>>>>>>>>>>> E
= 5]
=

MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x. 5
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251_ BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x. 74
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.SIV%ESL92A

SMM.SL.92.SL9.
SMM. US.04.G07
SMM. US.04.G932
SMM. US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US. 5.0215
SMM.US.06.F 3
SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C
SMM.US.X.FZ36 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.PGM53
SMM x.SME

.US.x.SME543
SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16

sowouan z-AlH

GGACAGATGTAACACCAAACT¢TGCAGACATTTTACTGCATAgCACTTeTTTCCCTTECTTTACAGCGGgAGéAGTGAGAAGGGCCATCAGGGgAGéACéACTGCTGTSTTECTgCAGGTTCCCGAGAGCTCATAAGTACCéGGTACCAAgCCTACéGTACTTAGCACTG 5798

--G-GACA-
-TG-TGTG-
-TG-TGTG-

)>)>)>)>)>)>)>)>)>)>)>)>

-C--A 5881

A---C
<--C----C--A 5881

STTC-G--CT-A 5849
---C----C--A 3325
-C----C--A 5323

--TTC----C--A 4993
--TTC----CT-A 5863
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10¢

MAC.
Vpx
Vif

GH

US.x.239

.88.UC2

DE.x.BEN
DE.

X.PEI2_KR_KRCG
GHI — —

WX
GM.87.D194
GM.
GM. x.MCN
GM.

7.D19.
x.IsY sBL 6669 85

Xx.MCR 35
86. FG clone NIHZ

A.

A.

A.

A.

A.

A.

A.

A.

A.GW.

A.GW.87.C

A.GW.X. MDS
A.IN.07.NNVA
A.IN.95.CRIK

A.JP.GB NMC786 clone 41
A.PT.x.Al

A.SN.85
A.SN.86.ST7JSP4727
B.CI.88.UC1
B.CI.x.20 56
B.CI.x.EHO
B.GH.86.D205 ALT
B.JP.01.IMCI_KR020 1
G.CI.92.Abt96
AB.CM.03.03CM_510_ 03
H2 01 AB.CI.90.7312
H2"01 AB.JP.04. NMC3G7 20
H2”01"AB.JP.07.NMC716-01
H2"01”AB.JP.08.NMC842"10
U.CI.07.07IC TNP3
U.FR.96.12034
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x.251 1A1
MAC.US.x.251"32H PJ15
MAC.US.x.251 BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142_ IVMXX
MAC.US.x.r80025
MAC.US.x.r90131
MNE.US.82.MNE_8
MNE.US.x.MNE®27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.SL92B
SMM.US.04.G078

SMM. US.04.G932

SMM. US.04.M919
SMM.US.04.M922

SMM. US.04.M923
SMM.US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950

SMM. US.04.M951
SMM.US.04.M952
SMM.US.05.D215

SMM. US.06.FT 3

SMM. US. 1.SI smEGGO FL10
SMM.US.86.C

SMM US.x.F236 H4
SMM.US.x.H

SMM US.x.PBJ14 15
SMM. US.x.PBJA
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM.US.x.

SMM.US.x.

SMM. X.X. pE660 CG7G
STM.US.89.STM_37_16

)/px start
AAAGTAGTAAGCGATGTCAGS
K _V_V_S D~V"R

...... TOQCAGGGAGAGAATCCCACCTEGAAACAGTGGAGAAGAGAC AR TAGGAGAGGLCTTCOATGGCTAMACAGAACAGTAGAGGAGATAAACAGAGAGGCGGTAMACCACCTACCAAGGGAGCTAATTTTCCAGGT TTGGCARA 5962
R_E I P P G N S G EiREinT NI & RE GA [F RE Mw L NR TV ETETINRTEAVNHLGPRETLTIFAQLUV Q

-GCAAC-AAATGAC. ..

...AG
GCAAC-AAATGAC. ..
GCAAC-AAATG-C. ..

-CAG-
~-GCAA- -A-GAG- -AATGGAC-
----GCAAA-A-GACAT. .

»G---T-»»CAA--A GA- AGAATGGA---A

GA -CAG-

-T-GCAA-

.GGA-

R G_D K 'Q R G G KPP T"_

HIV-2 Genomes
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sowouan z-AlH

\ﬁfend
MAC.US.x.239 GGTCTTGGGAATACTGGCATGA TGAACAAGGGATGTCACCAAGCTATGTAAAATACAGATACTTGTGTTTAATACAAAAGGCTTTATTTATGCATTGCAAGAAAGGCTGTAGATGTCT"""”‘’”‘""""ATGGGGCA ””“TGGAGA .CCAGGACCTCCTCCTC 6127
Vpx RS E Y W HDM E Q GMS P S KLY _C L I _Q K _A_L _F_| | C 6 CR CL GE GHGAGGMWR R . PGP P P _

p
Vif
CI.88.UC2
DE.x.BEN
DE.x.PEI2_KR_KRCG
GH.x.GH1 = ~
GM.87.D194
GM.x.ISY SBL 6669_85
GM. x.MCN
GM. x.MCR 35
GW.86. FG clone NIHZ
GW.87.C,
GW. x. MDS
IN.O7.NNVA
IN.95.CRIK
JP.GB NMC786 clone 41
PT.x.A

'85
SN.86.ST7JSP4727

GH.86.D205 ALT
JP.01.IMCI"KR020_1
CI.92.Abt96
AB.CM.03.03CM_510_ 03

H2 01 AB.CI.90.7312

H2~01 AB.JP.04. NMC3G7 20
H2~01 AB.JP.07.NMC716 81
H2~01-AB.JP.08.NMC842"10
U.CI.07.07IC TNP3
U.FR.96.12034

O WWWWW >>>>>>>>>>>>>>>>D

MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x.251 1Al
MAC.US.x.251_32H PJ5
MAC.US.x.251" BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 IVMXX
MAC.US.x.r80025
MAC.US.x.r90131

SMM.CI.79.SIVsmCI2

SMM.LR.89.SIVsmLIBl
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B
SMM.US.04.G078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM. US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM.US.05.D215
SMM. US.06.FTi 3
SMM.US. 1.SI smEGGO FL10
SMM. US.86.C
SMM.US.X.F236 H4
SMM.US.x.H
SMM.US.X.PBJ14 15
SMM.US.x.PBJA
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.

X.

.Us.
SMM. x.x. pE660 CG7G
STM.US.89.STM_37_16
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€0¢

vAC.US.x.239 chgcchchGgACIAchTAR ............... ATGGAAGAAAGACCTCCAGAAAATGAAGGACCACAAAGGGAACCATGGGATGAATGGGTAGTGGAGGTTCTGGAAGAACTGAAAGAAGAAGCTTTAAAACATTTTGATCCTCGCTTGCTAACTGCACTTGGT 6282
X *
Vgr T T T T T T M _E E R P P E N E G P Q R E P W D E W V V E V L E E L K E E A L KH F D P R L L T A L G
CI.88.UC2
DE.x.BEN

GH

DE.

X.PEI2_KR_KRCG
GHI — —

X
GM.87.D194
GM.
GM. x.MCN
GM.

7.D19.
x.IsY sBL 6669 85

Xx.MCR 35
86. FG clone NIHZ

A.

A.

A.

A.

A.

A.

A.

A.

A.GW.

A.GW.87.C

A.GW.X. MDS
A.IN.07.NNVA
A.IN.95.CRIK

A.JP.GB NMC786 clone 41
A.PT.x.Al

A.SN.85
A.SN.86.ST7JSP4727
B.CI.88.UC1
B.CI.x.20 56
B.CI.x.EHO
B.GH.86.D205 ALT
B.JP.01.IMCI_KR020 1
G.CI.92.Abt96
AB.CM.03.03CM_510_ 03
H2 01 AB.CI.90.7312
H2"01 AB.JP.04. NMC3G7 20
H2”01"AB.JP.07.NMC716-01
H2"01”AB.JP.08.NMC842"10
U.CI.07.07IC TNP3
U.FR.96.12034
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x.251 1A1
MAC.US.x.251"32H PJ15
MAC.US.x.251 BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142_ IVMXX
MAC.US.x.r80025
MAC.US.x.r90131
MNE.US.82.MNE_8
MNE.US.x.MNE®27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.SL92B
SMM.US.04.G078

SMM. US.04.G932

SMM. US.04.M919
SMM.US.04.M922

SMM. US.04.M923
SMM.US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950

SMM. US.04.M951
SMM.US.04.M952
SMM.US.05.D215

SMM. US.06.FT 3

SMM. US. 1.SI smEGGO FL10
SMM.US.86.C

SMM US.x.F236 H4
SMM.US.x.H

SMM US.x.PBJ14 15
SMM. US.x.PBJA
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM.US.x.

SMM.US.x.

SMM. X.X. pE660 CG7G
STM.US.89.STM_37_16

. TGACTGAAGCA CC

. TGACTGAAGCACCAAC
. TGACTGAAGCACCAA!
ATGACTGAﬁGCACCﬁA

>OO>TOrO>

[}
[
[
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sowouan z-AlH

T.n exon 1 start
MAC.US.x.239 AATCATATCTATAATAGACATGGAGACACCCTTGAGGGAGCAGGAGAACTCATTAGAATCCTCCAACGAGCGCTCTTCATGCATTTCAGAGGCGGATGCATCCACTCCAGAATCGGCCAACCTGGGGGAGGAAATCCTCTCTCAGCTATACCGCCCTCTAGAAGCATGCT 6452
Y N __ H G D T A G E L I R I L Q R A L F M HF R G G C I HSRTI G QP G G G NP L S ATIP S R S M L

pr
Tat exon 1 ’7M’ EE T P LR E Q E N S T-E S S N E R S S T I ST E A D A S T P _
CI.88.UC2
DE.x.BEN
DE.x.PEI2_KR_KRCG
GH.x.GH1 = ~
GM.87.D194
GM.x.ISY SBL 6669_85
GM.x.MCN
GM. x.MCR 35
GW.86. FG clone NIHZ
GW.87.C,
GW. x. MDS
IN.O7.NNVA
IN.95.CRIK
JP.GB NMC786 clone 41
PT.x.A

'85
SN.86.ST7JSP4727

[alalalalalalalalala)

GH.86.D205 ALT
JP.01.IMCI"KR020_1
CI.92.Abt96
AB.CM.03.03CM_510_ 03

H2 01 AB.CI.90.7312

H2~01 AB.JP.04. NMC3G7 20
H2~01 AB.JP.07.NMC716 81
H2~01-AB.JP.08.NMC842"10
U.CI.07.07IC TNP3
U.FR.96.12034

O WWWWW >>>>>>>>>>>>>>>>D

MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x.251 1Al
MAC.US.x.251_32H PJ5
MAC.US.x.251" BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 IVMXX
MAC.US.x.r80025
MAC.US.x.r90131

SMM.CI.79.SIVsmCI2

SMM.LR.89.SIVsmLIBl
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B
SMM.US.04.G078

SMM. US.04.G932
SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952
SMM.US.05.D215

SMM. US.06.FTi 3
SMM.US. 1.SI smEGGO FL10
SMM. US.86.C
SMM.US.X.F236 H4
SMM.US.x.H
SMM.US.X.PBJIA 15
SMM.US.x.PBJA
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.

SMM X.

.Us.
SMM. x.x. pE660 CG7G
STM.US.89.STM_37_16
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Vpr end Rev exon 1 start Tat Rev exon 1 end Tat Rev ibinosttairt

vAC.US.x.239 ATAA. . CACATGCTATTGTAAAAAGTGTTGCTACCATTGCCAGTTTTGTTTTCTTAAAAAAGGCTTGGGGATATGTTATGAGCAATCA. . . CGAAAGAGAAGAAGAACTCCGAAAAAGGCTAAGGCTAATACATCTTCTGCATCAAACAAGTAA . GTATGGGATGTCTTG 6616
r *

Egv - M_G _C L

Tat exon 1 Y N## T C Y C K K C C Y H CQF CF L KKG L G I CY EQS . RKURIRRTZPKI KAI KA ANTS S A S NK - T

Rev exon 1 - - - T T M S NH “EREEETLRKRTILRTILTIHTILILHIOQQTT_

CI.88.UC2 A 6655
DE.x.BEN A 6716
DE.x.PEI2 KR KRCG A 6678
GH. x.GH1 A 6157
GM.87.D194 A 6157
GM.x.ISY SBL_ 6669 85 A 6154
GM.x . MCN13 A 6158
GM. x ;MCR35 A 6158
GW.86.FG clone NIHZ G-A 6151

GCA 6722

GW. 87 . CAM2CG
GW. x.MDS
IN.97.NNVA

IN.95.CRIK 147
JP.08;NMC786_clone 41
PT.x.ALI

SN .85 ROD
SN.86.ST_JSP4 27
CI.88.UCL

CI.x.20 56

.x.EHO
GH.86.D205_ALT
JP.01.IMCI_KRO20_1
CI.92.Abt96
AB.CM.03.03CM 510_03
H2 01 AB.CI.90.7312A
H2"01"AB.JP.04.NMC307_20
H201 AB.JP.07.NMC716_01
H2"01”AB.JP.08.NMC842_10
U.CI.07.07IC _TNP3
U.FR.96.120343

-AAATG- - -GG-A 6709
---ATG-C-AG-A 6706

ATG .. 6152
-A 6158

O WONWWW >>>>>>>>>>>>>>>>>

--C--A-TC-A 5816
-ATG- - -GG-A 6692
-ATG- - -GG-A 6692
-ATG---GG-A 6691
-ATG--GGG-A 6697

MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ
MAC.US.x.251 BK28
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
.92.SIVsmSL92A

oo 40—H00

)
=
=
c
[
OHOUBRBELRERBREREEBRRES

%)
=
=
cccccco
[V
XXX X X X X X
VoI

PGM53
.X.SME543
SMM. x.x.pE660.CG7G .
STM.US.89.STM_37_16 G---..--AG----T---C----- A---oem--
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Env signal peptide end Env gp120 start
MAC.US.x.239 gGAATCéGCTGCTTATCGCCATCTTGCTTTTAAgTGTCTATGgGATCTeTTgT ...... ACTCTATATGTCACAGECTTTTATGgTGTACCAGCTTGGAGGAATGCGACAATTCCCCTCTTTT%TGCAACCAAGAATAGGGATACTTGGGgAACAACTCSGT%CCTACCA 6780
v

CI.88.UC2

DE.x.BEN

DE.x PEI2 KR KRCG
GH1

M.87.
GM.x.ISY SBL 6669 85
GM. x.MCN 13

GM. x.MCR

GW.86. FG clone NIHZ
GW.87.CAM2CG

W.x.MDS

.07.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
T.X.ALI

SN.85.R0OD
SN.86.ST JSP4 27

.x.EHO
GH.86.D205_ALT

JP.01.IMCJ_KRO20_1

CI.92.Abt96
AB.CM.03.03CM _510_03
H2_01 AB.CI.90.7312A
H2"01"AB.JP.04.NMC307 20
H2_01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10
U.CI.07.07IC TNP3
U.FR.96.12033

O WOWWWW >>>>>>>>>>>>>>>>> I':ﬂ
=
=

MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x. 5
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251_ BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x. 74
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.SIV%ESLQZA

SMM.SL.92.SL9.
SMM. US.04.G07
SMM. US.04.G932
SMM. US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US. 5.0215
SMM.US.06.F 3
SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C
SMM.US.X.FZ36 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.PGM53
SMM x.SME

.US.x.SME543
SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16
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L0¢

MAC.

US.x.239

.88 ucz2

.X.BEN

.x PEI2 KR _KRCG
GH1

M.87.
.x.ISY SBL 6669 _85
.x.MCN 13

GM. x.MCR

O WOWWWW >>>>>>>>>>>>>>>>> I':ﬂ
=
=

AB.C
H2 0

H2"0

H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3
U.FR.96.12033
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251_ BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131
MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B
SMM. US.04.G07

SMM. US.04.G932

SMM. US.04.M919

SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946
SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952
SMM. US. 5.0215
SMM.US.06.F 3

SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C
SMM.US.X.FZ36 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.PGM53
SMM.US. x.SME543
SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16

GH.
JP.

CI.

.86. FG clone NIHZ
.87.CAM2CG

.X.MDS

.07.NNVA

.95.CRIK
.08. NMC786 clone 41
X.ALI

.85.R0D
.86.ST_JSP4 27

36 ho0s ALT
01.IMCI"KR020 1
92.Abt96
M.03.03CM 510 03
1 AB.CI.90.7312A

1AB.JP.04.NMC307 20

1_AB.JP.07.NMC716_01

SAA-TT- A-

<-CAG---A-A--TT-A----- G----- GGC---C--C--

<<CA-C--GA-CAGTG-A---A-A- === -GGCT--------

-CA-C--GA-CAGTG A-A-- - - -GGC
A-C---A-CCAAT-A

----------- o

V1 loop start

GATAATGgTGATTeTTgAGAAGTGGCCCTTAﬁTGTTACAGéAAgCTTTGATGCCTGGAATAATACAGTCACAGAACGGGCAATAGAGGATGTATGGCéACTCTTTGAGACCTgAA{AAQGCCTTETGTAAQATTAT%CCCAT[ATECATTACTATGAGATECAﬁTAAAAG 6950

C---AG---A- -C--G--GA-A--CC-R--YG-GG-A-- - -AT--T-CA-CC-C 6150
C---AGT--A- C--C---C--A-A--TC----TG-AG-A-----T--T--C-GC-C 706
-AC--T-CC--C-C 7029
A €~~~ -TG-AG-A----AC--T-CC--C-C 7028
SRS IIIIA-iA---iiC---C--A-A--TC----TG-AG-G----AC--T-CC--C-T 7034

--A C--GC-GA-A--CC-C--T--AG-A-
-G--GA-A--CC-T-

Co--A-C--T----- S GA-T==-C--==T---G-A-----G--T-----G-A 6592

HIV-2 Genomes
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MAC.

O WOWWWW >>>>>>>>>>>>>>>>> I':ﬂ
=
=

AB.C
H2 0
H2_0
H2~0
u.cI.

U.FR.

GH.
JP.

CI.

US.x.239

.88 uc2

.X.BEN

.x PEI2 KR KRCG
GH1

M.87.
.x.ISY SBL 6669 _85
.x C 13

.86 FG clone NIHZ
.87 C M2CG
X.

.@7 NNVA

.95.CRIK

.08. NMC786 clone 41
X.ALI

.85.R0D
186.ST_JSP4 27

X El

86.D205_ALT
01.IMCJ”KR0O20_1
92.Abt96
M.03.03CM_510_03

1 AB.CI.90.7312A
1AB.JP.04.NMC307 20
1 AB.JP.07.NMC716_01
1”_AB.JP.08.NMC842~10

07.07IC_TNP3

96.12033
US.x.17EC1
US.x.1937
US.x.2065
.US.x.251 1Al11
US.x.251732H PJ5
US.x.251_ BK2
US.x.80035
US.x.81035
.US.x.85013
US.x.87082
US.x.92050
US.x.92077
.US.x.93057
US.x.93062
US.x.95058
US.x.95086
US.x.95112
.US.x.96016
US.x.96020
US.x.96072
US.x.96081
.US.x.96093
.US.x.96114
US.x.96123
US.x.96135
US.x.97009
.US.x.97074
US.x.MM142 IVMXX
US.x.r80025
US.x.r90131
US.82.MNE_8
US.x.MNEO27

.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIV§ESL92A

SL.92.SL9
US.04.G07
.US.04.G6G932
US.04.M919
US.04.M922
US.04.M923
.US.04.M926
.US.04.M934
US.04.M935
US.04.M940
US.04.M946
.US.04.M947
US.04.M949
US.04.M950
US.04.M951
US.04.M952
.US. 5.0215
US.06.F 3
us. 1.SI SmEGGG FL10
US.86.C
.US.x.F236 H4
US.x.H9
US.x.PBJ14_15
US.x.PBJA ~
US.x.PBJ_143
.US.x.PBJ_6P6
.US.x.PGM53
S.x.SME.

\US.x.SME543
'X.X.pE66D.CG7G
.US.89.STM 37 16

sowouan z-AlH

TGAGACAGATAGATGGGgATTGACAAAATgAATAA%A A 7075
-ACAGGGA- - -ACACCAATGCC- - -GCCAA-CC---C G——G—C—GVCV———C——CAACC TT——T CC TACV——AA A- .- 7105
-C AGGGA- - -CC C-A CCC--ATCCCAGG-CCT-G AGT--C-----C--G-GAC--C-CA--T-CGC- -CC TC---AA-A .G 7169
AAGT----- G--CA-TAACAGC- - - -GTGAGGGG-GC. . . ....A--GTCCC---G»»AT .T 7104
CACT- ACA C-C- ACCAC-ACAGGG-GCA---C GGG. . .- 6574
-TCAGGGAC- -CCGC-AC . . .- 6574
-ACAGAGAGCGC-GTT-C-ACT- - --GCC--TCTGG- . T 6574
A--TG- -AGG-ACACAACCACAC-C-C 1CIICGTA- AT AAZCCC--GACAGA-A-A-G- .T 6596
--TG- -AGG-ACACAACCACAC ..C--CGTA--AT-AA-CCC--GACAGA-A-A-G----- A-A--C---C A .T 6596
ACA»- .. AT-»CAA T- TAA TGAC C»»-CCA GCGCGTGC .- 6568
TATGA-A-GG-C-A-C-C-C-C C-A-TC-C C CG AC LT 7157

-CAC- AC AC A-TC-C .T 6631

-GG~ ACGCAACCACA - - CGC C .T 7149

“A ACA- CCACAACCGCAC-C- GT .T 6902
CAGC-ACCCA-CCACACC-G C .- 7153
AAGC- - - - - G- -CACA CCACAT CCCGA CC-GGG CGA-C AGG - 7138
A----GCAGC-C-G--AACAAC----CC----AG-GC. . . C -GA--C-C-A--CGC-CG-GCA--C--C ... T 6603
AACTG- -A-A-ACACAACC-CC---CC-A---CC--C ittt it it it ittt it ettt i ii it aiia s A--A--GC-AACACA-CAA-AGGA- - - -A- TC»--A--C-»-CG ACA-»C--C--- .- 6587
A-GA--CA---CTACTACTAAAC-T-TTA-T-C-C-T LATT--T--TA-TAA-C--TC--A-A--T- AC----C--C--A --C-A----- A-T--C-CC-- .C 7138
-A-C---AGA-CTAACAATACT--TGC---T-CT--T T G- TAAAGCTA C--C- LT 7124
GTG GCTCAGCTA CAA-GA- --C-CTA-GTCCT-C TCAAA-T--C-GC- .G 7122
C--A---A-CCC-G--AATGCC-GT-GTA-T-CC--C .- 7130
-A- C--CACAGCCAACACCACC- -GCCAAC-AC-TC .- 6268

------- A-C-A------TC-A---GGGA-C-CC--T . . . .

G- -AG=CACACCCCA-AATACC - - == C=C0G-AT==Co vttt ettt e e ettt e ettt e e e e e e e e e e e e e e e e e e ettt et et e et

CACCG- CACC-CTACACC-CCA-GC-CCA-T-AC-AC -AGAGC-CA--A. -GG -GGCCAGA-A-A- -
C AC-CCA--CCC AC- A-GGGCCCACAC- -A-A

A GGGCCCACAC- -A-A

A-C-C--A--G

CA-T -Ti
TA- TAGCC CTT A-TG- TG TAGEE--T--GG»-AG

CoeeoCoAmmmmmmm P e eGGGA= = =Cmmmm oo ACAACACAAAAAACAACAACAACAGGCC - = - <=~ - - -A-G- - <A-GC---T-GCennn--
--T- AFeT e g AN RS
A--A- AeACTe A--A CA---T--A---A--A--AAT-C-AC- - -AG-TA-A
A--A- T CAACAACACCAG G
--A- . TCAACAACAATACAAAAAT
A--A- . ACCGCAACAACCCCA- -6
A--A- ASIAST--T--G----AG--A--G---T--CGCC-A-A--T- -G-GACC
AC-A- A--AG--AC-- -A--GGA-ACA--A--T-G- CORAT  CCAM A 66 CATR CACR
A--A- CCCAT--T--A--GTG-A---GA--G-A-A-A--CG--T-CCrn=--- TGA-C-A TC
---C- ACARTGARACCAACAACAACAGAAG GGG- --C-A---A--C--AT--C--C-A-AG-
A--A- ACAACACCTACAC
A--C-
A--A-
A--A-
C-

CCAA
CCAACAACAACACAAACAACA-
. . CCAACAACAACACAAACAACA-
.. CCAACAACAACACAAACAACA
CCAACAACAACACAAACAACA

. .ACAACAACAACA
.. .ACAACAACA

................................................. - <-A-----A--A--C--C---G--AGTA-CA-C--C--

R abube bbb
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MAC.

US.x.239

.88 ucz2

.X.BEN

.x PEI2 KR _KRCG
GH1

M.87.
.x.ISY SBL 6669 _85
.x.MCN 13

GM. x.MCR

O WOWWWW >>>>>>>>>>>>>>>>> I':ﬂ
=
=

GH.
JP.

CI.

.86. FG clone NIHZ
.87.CAM2CG

.X.MDS

.07.NNVA

.95.CRIK
.08. NMC786 clone 41
X.ALI

.85.R0D
.86.ST_JSP4 27

X El
86.D205_ALT
01.IMCJ”KR0O20_1
92.Abt96

AB.CM.03.03CM 510_03
H2_01 AB.CI.90.7312A
H2"01"AB.JP.04.NMC307 20
H2_01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10
U.CI.07.07IC TNP3
U.FR.96.12033
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251_ BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131
MNE.US.82.MNE_8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B

SMM. US.04.G07

SMM. US.04.G932

SMM. US.04.M919

SMM. US.04.M922
SMM.US.04.M923

SMM. US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.0215
SMM.US.06.F 3

SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C
SMM.US.X.FZ36 H4

SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.PGM53
SMM.US. x.SME543

SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16

Vlloopend, V2 loop start

CAGECTTGGAACGAGAGCéAA&GATAAgCT%TAQATTCAACATGACAGgGTTAAAAAGAGACAAGAAAAAAGéGT¢CAATGAAACTTGGTACTgTGCAGéTTTGGTATETGAA

A----GGG-C--AGGG- - -G-T-AT---- -G-
<-A--A-GGT-T---G-G- - - - -GCAA- - -G-G-
-AT- -A-GGAGT - - AG-GG- Ag CGﬁT---CGG-

~ AA-C-CAG-TGA----
G-T6--6-T-A--

-G-G-G--AG-G- - -G-CGAT---C-G-
-G---G--AG-G- -AG-CCAG- - -C-G-- -G
A----G---G--AG-G CCAG---C-G--TG-
cA----G-G-G--AG-GG-AG-CCAG- - -C-G--TG- - -
“T---CGT--C
IS ool -T- c

HIV-2 Genomes

AGCACAV—C GVVA——C C VC—CG—CV

-ACACA-CA-CTG-C- C-
.-CA-CT-A---G-CCAGCC-C-A

TC AAT----C—-AA A-GGGA- - -

.--GTCC-----G-G--AG----- G----

AAAA CAATTCA-G-GAAACATTAA-C-AA-C-
.TC-AAT--CGC--G--A-GGGAG-GAC-

ACCAAT - - -GGGC-AAA-G-GAC - -C -
..G-GGC

AAA-G-GAC--AC-----

-CTGA-AA---GAGC--C
-CT-G--AA-G

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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sowouan z-AlH

V2 loop end,
MAC.US.x.239 ATGAACCACTETAﬁCACTTgTGTTATCCSAGAGTgTTgTGACAAACATT¢TTGGGATGCTATTAGATTTAGGTATTETGCACCTCCAGETT¢TGCTTTGCTTAGATgTAATGACACAAATT¢TT§AGgCTTTATGCCTAAATETT%TAAGGEGGEGGTCT%TT%ATECAC 7394
v

CI.88.UC2

DE.x.BEN

DE.x PEI2 KR KRCG
GH1

M.87.
GM.x.ISY SBL 6669 85
GM. x.MCN 13

GM. x.MCR

GW.86. FG clone NIHZ
GW.87.CAM2CG

W.x.MDS

.07.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
T.X.ALI

SN.85.R0OD
SN.86.ST JSP4 27

.x.EHO
GH.86.D205_ALT

JP.01.IMCJ_KRO20_1

CI.92.Abt96
AB.CM.03.03CM _510_03
H2_01 AB.CI.90.7312A
H2"01"AB.JP.04.NMC307 20
H2_01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10
U.CI.07.07IC TNP3
U.FR.96.12033

O WOWWWW >>>>>>>>>>>>>>>>> I':ﬂ
=
=

MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x. 5
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251_ BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x. 74
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.SIV%ESLQZA

SMM.SL.92.SL9.

SMM. US.04.G07

SMM. US.04.G932
SMM. US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US. 5.0215
SMM.US.06.F 3

SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C
SMM.US.X.FZ36 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.PGM53
SMM.US. x.SME543
SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16 ----GA--T--C--T--CAG---

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y
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11¢

MAC.

O WOWWWW >>>>>>>>>>>>>>>>> I':ﬂ
=
=

AB.C
H2 0
H2"0
H2~0
u.CI.

U.FR.

GH.
JP.

CI.

US.x.239

.88 ucz2

.X.BEN

.x PEI2 KR _KRCG
GH1

M.87.
.x.ISY SBL 6669 _85
.x C 13

.86 FG clone NIHZ
.87 C M2CG
X.

.@7 NNVA

.95.CRIK

.08. NMC786 clone 41
X.ALI

.85.R0D
.86.ST_JSP4 27

X El

86.D205_ALT
01.IMCJ”KR0O20_1
92.Abt96
M.03.03CM_510_03

1 AB.CI.90.7312A
1AB.JP.04.NMC307 20
1_AB.JP.07.NMC716_01
1”_AB.JP.08.NMC842”_10

07.07IC_TNP3

96.12033
US.x.17EC1
US.x.1937
US.x.2065
.US.x.251 1Al11
US.x.251732H PJ5
US.x.251_ BK2
US.x.80035
US.x.81035
.US.x.85013
US.x.87082
US.x.92050
US.x.92077
.US.x.93057
US.x.93062
US.x.95058
US.x.95086
US.x.95112
.US.x.96016
US.x.96020
US.x.96072
US.x.96081
.US.x.96093
.US.x.96114
US.x.96123
US.x.96135
US.x.97009
.US.x.97074
US.x.MM142 IVMXX
US.x.r80025
US.x.r90131
US.82.MNE_8
US.x.MNEO27

.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIV§ESL92A

SL.92.SL9
US.04.G07
.US.04.G6932
US.04.M919
US.04.M922
US.04.M923
.US.04.M926
.US.04.M934
US.04.M935
US.04.M940
US.04.M946
.US.04.M947
US.04.M949
US.04.M950
US.04.M951
US.04.M952
.US. 5.0215
US.06.F 3
us. 1.SI SmEﬁGG FL10
US.86.C
.US.x.F236 H4
US.x.H9
US.x.PBJ14_15
US.x.PBJA ~
US.x.PBJ_143
.US.x.PBJ_6P6
.US.x.PGM53
S.x.SME.

\US.x.SME543
'X.X.pE66D.CG7G
.US.89.STM 37 16

AAGGATGATGGAGACACAGACTTCTACTTGGTTTGGCTTTAATGGAACTAGAGCAGAAAATAGAACTTATATTTACTGGCATGGTAGG .
R M M E T Q. T S T W F G F N G T R A E N R T Y I Y W H G R

V3 loop start
GATAATAGGACTATAA¥TAgTT[AAQTAAGTATT¢TAATCTAACAATGAAATETAGAAGACCAGEAAQTAAGACAGTTT 7561

HIV-2 Genomes

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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MAC.US.x.239
\%

CI.88 uc2

.X.BEN
DE.x PEI2 KR KRCG

GH1

M.87.
GM.x.ISY SBL 6669 _85
GM.x C 13

GM.
GW.86 FG clone NIHZ
Gm.87 CAM2CG

X

57 hRvA
IN.95.CRIK

JP.08. NMC786 clone 41
T.x.ALT

SN.85.ROD
SN.86.ST_JSP4 27

GH:éé.DgGS ALT
JP.01.IMCI"KR020 1
CI.92.Abt96

AB.CM.03.03CM 510 03

H2 01 AB.CI.90.7312A

O WOWWWW >>>>>>>>>>>>>>>>> I':ﬂ
= 5]
=

H2"01"AB.JP.04.NMC307 20
H2_01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3
U.FR.96.12033

MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x. 5
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251_ BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x. 74
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.SIV%ESLQZA

SMM.SL.92.SL9.
SMM. US.04.G07
SMM. US.04.G932
SMM. US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US. 5.0215
SMM.US.06.F 3
SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C
SMM.US.X.FZ36 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.PGM53
SMM x.SME

.US.x.SME543
SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16

TACCAGTCACCATTATGTgTGgATTGGTTTTCCACTgACéACCA

AC-

A--A-A-A-TGC- T

<= <A-A--AC-C-----A--G--A--G--T-----C--G---
s <A-A--A--C-----A---C--AA------T--G--G--

V3 loop end,

sowouan z-AlH

..ATCAATGATAGGCCAAAGCéGGCATGGTETTGGTTTGEAGEAAAATGGAAGGATGCAATAAAAGAGGTGAAGC3GACCATTGTCAAACATCCCAGGTAT

..ACT 7713
T

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y
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€1¢

MAC.

O WOWWWW >>>>>>>>>>>>>>>>> I':ﬂ
=
=

AB.C
H2 0
H2"0
H2~0
u.CI.

U.FR.

GH.
JP.

CI.

US.x.239

.88 ucz2

.X.BEN

.x PEI2 KR _KRCG
GH1

M.87.
.x.ISY SBL 6669 _85
.x C 13

.86 FG clone NIHZ
.87 C M2CG
X.

.@7 NNVA

.95.CRIK

.08. NMC786 clone 41
X.ALI

.85.R0D
.86.ST_JSP4 27

X El

86.D205_ALT
01.IMCJ”KR0O20_1
92.Abt96
M.03.03CM_510_03

1 AB.CI.90.7312A
1AB.JP.04.NMC307 20
1_AB.JP.07.NMC716_01
1”_AB.JP.08.NMC842”_10

07.07IC_TNP3

96.12033
US.x.17EC1
US.x.1937
US.x.2065
.US.x.251 1Al11
US.x.251732H PJ5
US.x.251_ BK2
US.x.80035
US.x.81035
.US.x.85013
US.x.87082
US.x.92050
US.x.92077
.US.x.93057
US.x.93062
US.x.95058
US.x.95086
US.x.95112
.US.x.96016
US.x.96020
US.x.96072
US.x.96081
.US.x.96093
.US.x.96114
US.x.96123
US.x.96135
US.x.97009
.US.x.97074
US.x.MM142 IVMXX
US.x.r80025
US.x.r90131
US.82.MNE_8
US.x.MNEO27

.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIV§ESL92A

SL.92.SL9
US.04.G07
.US.04.G6932
US.04.M919
US.04.M922
US.04.M923
.US.04.M926
.US.04.M934
US.04.M935
US.04.M940
US.04.M946
.US.04.M947
US.04.M949
US.04.M950
US.04.M951
US.04.M952
.US. 5.0215
US.06.F 3
us. 1.SI SmEGGG FL10
US.86.C
.US.x.F236 H4
US.x.H9
US.x.PBJ14_15
US.x.PBJA ~
US.x.PBJ_143
.US.x.PBJ_6P6
.US.x.PGM53
S.x.SME.

\US.x.SME543
'X.X.pE66D.CG7G
.US.89.STM 37 16

V4 loop start
AAC...AﬁTACTGATAﬁAATCAATTTG...A%GGETCgTGgAGgA. GgAGATCCGGAAGTTACCTTCATGTGGACAAﬁTTECAGAGEAGéGT;CCTCTACTgTAQAATGAATTGGTTTCTAAQTTGGGTAGAAGATAGGAATACAGCTAACCSGAAG ........... 7863

.GTA GG- - CTCG-C - GGTT
A...G-A-AG-AC- CGA-—AGCTC
AGTAT-A-AA-A- - - -AA-GGT

A...G-A-AG-ACTCGCA- GGCTC

“A-GA-AT
-A-AG---

C-AAAGAC. .
-C-

. --ACAG--A-
.G-A-AA--A-

.GGT-AA---G-C-
ZGC-TG-AGGGA- -A

.CA 7386
.. 7405

A----CTGA--GGAACT-CC ....C

-A----CTGA--GGAACT-CC......... CA 7336
--C-TGA-AG-A............... CA 7012

AG-C---AA-C--GCT-GATGGACATCACA 6930

GAGC-G- - CA-G-TGGACAACTCA 7310

- -A--CGA-AAAGGTTCT - TATGGGAACAACA 7155

CA--G-T-CT-G-TGGAAACAGCA 7132

--A--CGA-A-AGGGTCC-GATGGATGCAACA 7154

--AG-C-T- AAAGGTTCT GATGGAAGCAACA 7
T AG-T-GATGGAC

A-GATGGACGCAACA 7

-GATGGCTGAAACA 7148
..... VY AGGTT -GATGGAGCAGCCA 7138
,c,,A,, —*—T—G—G*** St 7120

G- GAT---TGCGAGAAACAA 7
-C--A--C-TGT--TCA--A--C........... 7148
-C--AG-CCA-AAG-GTAGC-GATGGAGACAACA 7868
A--C-G-A-GC-GAT-G- -GCGAGAAACAA 7126
AG-CCA-AAGGGTGGC - GATGGAAACAACA 7824

.-TA-A-AA-GGTTCT-GATGGACAAGTCA 7348
. -TACA-AA-GGTTCT-GATGGACAAGTCA 7651

G
TACA-AA-GGTTCT - GATGGACAAGTCA 7843
C---T-AGGTTCTCTATGGACACAACA 7808
-CCA-AA--GTA-C-GATGGAAACAACA 7881
G-CCA-AAG-GTAGC-GATGGAGACAACA 7864

HIV-2 Genomes

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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MAC.US.x.239
\%

CI.88 uc2

.X.BEN
DE.x PEI2 KR KRCG

GH1

M.87.
GM.x.ISY SBL 6669 _85
GM.x C 13

GM.

GW.86 FG clone NIHZ
Gw.87 C M2CG

W.x .M

.07. NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
T.X.ALI

SN.85.R0OD
SN.86.ST JSP4 27

.x.EHO
GH.86.D205_ALT

JP.01.IMCJ_KRO20_1

CI.92.Abt96
AB.CM.03.03CM _510_03
H2_01 AB.CI.90.7312A
H2"01"AB.JP.04.NMC307 20
H2_01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10
U.CI.07.07IC TNP3
U.FR.96.12033

O WOWWWW >>>>>>>>>>>>>>>>> I':ﬂ
= 5]
=

MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x. 5
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251_ BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x. 74
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.SIV%ESLQZA

SMM.SL.92.SL9.
SMM. US.04.G07
SMM. US.04.G932
SMM. US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US. 5.0215
SMM.US.06.F 3
SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C
SMM.US.X.FZ36 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.PGM53
SMM x.SME

.US.x.SME543
SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16

V4 loop end,
CCAAQGGAACéGCATAAAAGGAATTACG&GCCATgTCATATTAGACGAA%AA¥CA@CACTTGGCATAAAGTAGgCAAAAATGETTeTTTGCCTCCAAGAGAGGgAGACCTCACGTgTAACTgCACAGJGACCAgTCTCATAGCAAACATAGATTGGATTGAT

’E—EE C--C--T-C--
. CGGC-

C-
AACA- AG»»A--G GAA-G-
AAACGTG--A-—GAGAA G-----A-
AAAC- -G

AAG -A-
AAACAACCG--— A--A- A-—-CAC

.AAGGCA- - - - -AA-A-G-C-T
AAATA-G-GA- -G-GA- -G--G-
CAACGAT - -A- -GAG-AG
AAATAGG- -A--G--A--G--G-AA

AAACAA- - - - - - === A--A--Go-mmmnnn T--A

C--

C--

sowouan z-AlH

G--A--G--GT-G--C--C-----A
<<A--G--GT-GG-C---G-A--
A--G.-AT-G6TC--C-----

V5 start

-A-C.

. 8025

R P PR A P R I I [o S P S P B |
=

o
[RESIER—XOOSG

sawoudn) AR[dwo) AIS/T-ATH
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MAC.US.x.239
\%

CI.88.UC2

DE.x.BEN

DE.x PEI2 KR _KRCG
GH1

M.87.
GM.x.ISY SBL 6669 85
GM. x.MCN 13

GM. x.MCR

GW.86. FG clone NIHZ
GW.87.CAM2CG

W.x.MDS

.07.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
T.X.ALI

SN.85.R0OD
SN.86.ST JSP4 27

.x.EHO
GH.86.D205_ALT

JP.01.IMCI_KRO20_1

CI.92.Abt96
AB.CM.03.03CM 510_03
H2_01 AB.CI.90.7312A
H2"01"AB.JP.04.NMC307 20
H2_01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10
U.CI.07.07IC TNP3
U.FR.96.12033

O WOWWWW >>>>>>>>>>>>>>>>> I':ﬂ
=
=

MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x. 5
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251_ BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x. 74
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.SIV%ESLQZA

SMM.SL.92.SL9.
SMM. US.04.G07
SMM. US.04.G932
SMM. US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US. 5.0215
SMM.US.06.F 3
SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C
SMM.US.X.FZ36 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.PGM53
SMM x.SME

.US.x.SME543
SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16

V5end,

. TT-
AAC-GTACC-

. AATAAT - -TAGG-
.. TCTAAC-----T--A-

Rev Responsive Element (RRE) start
GgAAACCéAACTAATATCACCATGAgTGCAGAGGTGGCAGAACIGTATCGATTGGAATTGGgAGATTeTAQATTAGTAGAGATCACTCCAA¥TGSCTTGGCCCCCACAGATGTGAAGAGGTACACTACT

C--A--T---TCA-AA--A-----TT-
--C--A--T--GAGA-A---A--A--TT-
CCG--C--A--T---A-A-A.--A--A--TT-

HIV-2 Genomes

Env gp120 end Env gp41 start
GGTGGCACCTCAAGAAATAAAAGAGGGGTCTTT 8187
G_G S N_K R _G

-C- cf G- ,,G, c- fT——foc 8196
T 42

.TCG G
.TCAACTC-AGTG- -G

:TCA TA-AAC-
“TCA-CG--AC-
.TC--TG--AC-G-A

TCAACTC-AGGG- -G-
TC-AC¥C-GGGG---C-

.TCA-CA--AC-G--
.TCA-TG--AC-G

C-

. -CAACGC-TG- g»»G--

sjuwugI Y
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sowouan z-AlH

MAC.US.x.239 GTGCTAGGGTTCTTGGGTTTTCTCGCAACGGCAGGTTCTGCAATGGGCGCGGCGTCGTTGACGCTGACCGCTCAGTCCCGAACTTTATTGGCTGGGATAGTGCAGCAACAGCAACAGCTGTTGGACGTGGTCAAGAGACAACAAGAATTGTTGCGACTGACCGTCTGGGG 8357

nv V. L G F L G F L AT AGS AMGAASL T L TAOQSIRT L L A G I V Q0Q0QQQ L L DV VKURUQOQETLLRLTVWEG
CI.88.UC2
DE.x.BEN
DE.x.PEI2 KR KRCG
GH.x.GH1
GM.87.D194
GM.x.ISY SBL 6669 85
GM.x.MCN13
GM.x.MCR35
GW.86.FG clone NIHZ
GW.87.CAM2CG

.MDS

A A==
b I lnlnlnlnlab_b-4

O WNWWW >>>>>>>>>>>>>>>>> M

GW. x
IN.O7.NNVA
IN.95.CRIK 147
JP.08.NMC786_clone_41
PT.x.ALI - -
SN.85.R0D T-G
SN.86.ST_JSP4_27 T-G
CI.88.UC1 T-A
CI.x.20 56 T-A
CI.x.EHO T-G
GH.86.D205_ALT T-A
JP.01.IMCI"KRE20_1
CI.92.Abt96 T-G
AB.CM.03.03CM _510_03 T-A
H2 01 AB.CI.90.7312A T-G
H2"01"AB.JP.04.NMC307 20 T-A
H2_01 AB.JP.07.NMC716_01 T-G
H2_01_AB.JP.08.NMC842_10 T-A
U.CI.07.07IC_TNP3 T-T
U.FR.96.12033 T-A
MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x. 5
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251_ BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x. 74
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.SIV%ESLQZA

SMM.SL.92.SL9.
SMM. US.04.G07
SMM. US.04.G932
SMM. US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM.US.05.D215
SMM. US. 6.FT3
SMM.US.11.SIVsmE660_FL10
SMM.US.86.CFU212
SMM.US.x.F236_H4
SMM.US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.PGM53
SMM x.SME

.US.x.SME543
SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16

sawoudn) AR[dwo) AIS/T-ATH
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LIT

RRE end,
MAC.US.x.239 CCAAATGCAAGTCTAACACCAAAGTGGAACAATGAGACTTGGC 8515
\ _ T K N L Q T R V T A I E K Y L K D Q A Q L N AW G C A F R Q V. CHT T V P W . N S NN |

CI.88.UC2

DE.x.BEN

DE.x PEI2 KR _KRCG
GH1

M.87.
GM.x.ISY SBL 6669 85
GM. x.MCN 13

GM. x.MCR

GW.86. FG clone NIHZ
GW.87.CAM2CG

W.x.MDS

.07.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
T.X.ALI

SN.85.R0OD
SN.86.ST JSP4 27

.x.EHO
GH.86.D205_ALT

JP.01.IMCI_KRO20_1

CI.92.Abt96 -A-G---A---T-A- -AA--CAT-GGAG---C- A
AB.CM.03.03CM 510_03 -A--R--A---T-A- -A-TCCT----G--T--C
H2_01 AB.CI.90.7312A
H2"01"AB.JP.04.NMC307 20
H2_01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10

O WOWWWW >>>>>>>>>>>>>>>>> I':ﬂ
=
=

U.CI.07.07IC TNP3 . . -T6-C
U.FR.96.12034 . AT T--T
MAC.US.x.17EC1
MAC.US x.1937
MAC |US X 2065
MAC.US .. 251" 1A11
MAC.US X251 32H P15
MAC |US .. 251 BK2
MAC.US.x. 80035
MAC.US ' x.81035

MAC .US . x.85013
MAC.US . x.87082

MAC | US ' X.92050

MAC .US x.92077
MAC.US.x93057

MAC |US ' x.93062

MAC |US x.95058
MAC.US.x.95086
MAC|US 'x.95112

MAC .US x.96016
MAC.US . x.96020

MAC |US ' x.96072

MAC |US X 96081
MAC.US . x.96093
MAC [US ' x.96114
MAC.US x.96123
MAC | US ' x.96135

MAC .US ' x.97009

MAC .US x.97074
MAC_US X MM142_ TVMXX
MAC .US .. r80025
MAC.US .. r90131

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.SIV%ESLQZA

SMM.SL.92.5L9

SMM . US . 04 .GO7

SMM . US . 046932 A-
SMM.US . 04.M919 A-
SMM . US . 04 .M922 A-
SMM . US . 04.M923 A- CAC-C-T-G----"TG
SMM . US . 04 .M926 A- ATC- T
SMM . US . 04 .M934 A-
SMM . US . 04 .M935 A-
SMM . US . 04 .M940 A-
SMM . US . 04 .M946 A-
SMM . US . 04 .M947 A-
SMM . US . 04 .M949 A-
SMM . US . 04 .M950 A-
SMM . US . 04 .M951 A-
SMM - US . 04 . M952 A-
S US . 05.D215 A-
SMM.US . 06. F 3 A-
SMM.US. 11.STVsnEG60 FL1O A-
SMM.US .86, C A-
SMM.US.x.FZ36 7 A-
SMM . US . x . H9 A-
SMM.US.X.PBJ14 15 A-
SMM.US.X.PBIA ~ A-
SMM.US.X.PBJ_143 A-
SMM.US . X.PBI~6P6

SMM . US . X . PGM53

SMM . US . X . SME

.US.x.SME543
SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16

HIV-2 Genomes

sjuwugI Y
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sowouan z-AlH

MAC.US.x.239 GAGAGTGGGAGCGAAAGGTTGACT;CTEGGAAGéAAﬁTATAACAGCCCTCCTAGAGGAGGCACéAATTCéACSAGAGAAGAACA;GTATGAATTACSAAAGTTGAATASCTGGGATGTGTTTGSCAATTGGTTTGACCTTGCTTgTTGGATAAAGTATATACSATATGgA 8685
\%

CI.88.UC2

DE.x.BEN

DE.x PEI2 KR KRCG
GH1

M.87.
GM.x.ISY SBL 6669 85
GM. x.MCN 13

GM. x.MCR

GW.86. FG clone NIHZ
GW.87.CAM2CG

W.x.MDS

.07.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
T.X.ALI

SN.85.R0OD
SN.86.ST JSP4 27

.x.EHO
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1

O WOWWWW >>>>>>>>>>>>>>>>> I':ﬂ
=
=

CI.92.Abt96
AB.CM.03.03CM _510_03 CCG-GA-C-
H2_01 AB.CI.90.7312A -AA-CCG-GA-
H2"01"AB.JP.04.NMC307 20 A-CC --A-
H2_01 AB.JP.07.NMC716_01 A -CCG--A-
H2_01_AB.JP.08.NMC842_10 A-CCG--A-

U.CI.07.07IC TNP3 AGT-- A--AA-AGA-

U.FR.96.12032 -GA ~GA---A-
MAC.US.x.17EC1
MAC .US.x.1937

MAC .US .. 2065
MAC.US.x.251" 1A11
MAC.US.X.251"32H PJ5
MAC .US.x. 251 BK2
MAC .US .. 80035
MAC.US.Xx.81035
MAC .US.x.85013
MAC .US.x.87082
MAC -US.X.92058
MAC .US.x.92077
MAC.US.x.93057
MAC .US.X.93062
MAC .US.x.95058
MAC.US . x.95086
MAC.US.x.95112
MAC .US.x.96016
MAC.US .. 96020
MAC .US.X.96072
MAC .US .. 96081
MAC.US.x.96093
MAC.US.x.96114
MAC .US.x.96123
MAC.US.X.96135
MAC .US.x.970089
MAC .US.x.97074
MAC . US X .MM142 TVMXX
MAC .US.X.r80025
MAC.US.X.r90131

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.SIV%ESL92A

SMM.SL.92.SL9.
SMM. US.04.G07
SMM. US.04.G932
SMM. US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US. 5.0215
SMM.US.06.F 3
SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C
SMM.US.X.FZ36 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.PGM53
SMM x.SME

.US.x.SME543
SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16

sawoudn) AR[dwo) AIS/T-ATH
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61¢

EAC US.x.239

Tat exon 2

Rev exon 2

O WOWWW >>>>>>>>>>>>>>>>D
=1
=

U.FR.

.88.U
.X.BE
.X.PE

X.GH

X

.x.MCR35

.86.F
.87.CAM:

.07
195.C

.08. NMC786 clone 41

.88.U
.X.20

.x.EHD
.86.D205_ALT
.01.IMCI_KRO20_1
CI.
AB.CM.03.03CM_510_03

H2_01 AB.CI.90.7312A

H2"01 AB.JP.04.NMC307_20
H2"01"AB.JP.07.NMC716”01
H2_01_AB.JP.08.NMC842_10

U.CI.07. 07IC TNP3

92.A

96.

US.X.17EC1
.US.x.1937
US.x.2065
US.x.251 1A1
US.x.251732H P15
US.x.251 BK28
.US.x.80035
US.x.81035
US.x.85013
US.x.87082
.US.x.92050
US.x.92077
US.x.93057
US.x.93062
US.x.95058
.US.x.95086
US.x.95112
US.x.96016
US.x.96020
.US.x.96072
.US.x.96081
US.x.96093
US.x.96114
US.x.96123
.US.x.96135
US.x.97009
US.x.97074
US.x.MM142 IVMXX
US.x.r80025
.US.x.r90131
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A
.SL.92.5L92B
.US.04.G0o78
US.04.G932
US.04.M919
.US.04.M922
.US.04.M923
US.04.M926
US.04.M934
US.04.M935
US.04.M940
US.04.M946
US.04.M947
US.04.M949
US.04.M950
.US.04.M951
US.04.M952

us. 5.D215
US.06.F 3
.US. 1.SI smEGGG FL10
US.86.C
US.X.F236 H4
US.x.H9
US.x.PBJ14_15
.US.x.PBJA —
.US.x.PBJ]_143
US.x.PBJ_6P6
US.x.PGM53
.US.x.SME543
.X.x.pE66O.CG7G
.US.89.STM 37 16

187.D194 -
'X.1SY_SBL_6669_85 --AG--GAC-T--AA-
MCNT3

.85.R0D
.86.ST_JSP4_27

2
N
I2 KR KRCG

G---T--T--AG--GAC-T--AA-
G clone_NIHZ
2CG

NNVA
RIK

C1l
56

bt96

Tat Rev intron end Tat Rev exon 2 start

P I_S N R T R H
NP Y P T G PG

HIV-2 Genomes

T

GTTTATATAGTTGTAGGAGTAATACTGTTAAGAATAGTGATCTATATAGTACAAATGCTAGCTAAGTTAAGGCAGGGGTATAGGCCAGTGTTCTCTTCCCCACCCTCTTATTTCCAGCAGACCCATATCCAACAGGACCCGGCACTGCCAACCAGAGAAGGCAAAGAAAG
Y NV GV Q| QG _ V. F S S P P S Y F QOQTH I QQ P AL POT R E G K ER
T O P E KA K K
" Q__ R R Q

- _c_ -
G-

AC----AA-C----GA

AA-C----GA

--AC----AA-C----GA
G---AC----AA-C----GA

8855

sjuwugI Y
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EAC US.x.239

Tat exon 2
Rev exon 2

CI.88.UC2
.X.BEN
DE.xX.PEI2 KR KRCG
X.GH1
GM.87.D194
GM.x.ISY SBL_6669_85
GM. x.MCNI3
GM.x.

MCR35
GW.86. FG clone_NIHZ
GW.87.CAM2CG

107.NNVA
IN.95.CRIK
JP. 08, NMC786 clone 41

.85.R0D
SN.86.ST_JSP4 27
CI.88.UCL
CI.x.20 56

.x.EHD
GH.86.D205_ALT
JP.01.IMCJ_KRO20_1

CI.92.Abt96
AB.CM.03.63CM_510_03

H2 01 AB.CI.90.7312A

H2"01 AB.JP.04.NMC307_20
H2"01"AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10

U.CI.07. 07IC TNP3

O WOWWW >>>>>>>>>>>>>>>>D
=1
=

U.FR.96.
MAC.US.X.17EC1
MAC.US.x.1937
MAC.US.x.2065
MAC.US.x.251 1A1
MAC.US.x.251"32H PJ5
MAC.US.x.251 BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x.97074
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

MNE.US.82.MNE_8
MNE.US.x.MNEO27

SMM.CI.79.SIVsmCI2

SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.5L92B
SMM.US.04.G6078

SMM. US.04.G932
SMM.US.04.M919

SMM. US.04.M922
SMM.US.04.M923

SMM. US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952

SMM. US. 5.D215
SMM.US.06.F 3

SMM. US. 1.SI smEGGG FL10
SMM. US.86.C
SMM.US.X.F236 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ_6P6
SMM. US.x.PGM53

SMM X.

1US.x.SME543
SMM . x. x . pE660. CG7G
STM.US.89.STM 37 16

AGACGGTGGAGAAGGCGGTGGCAACAGCTCCTGGCCTTGGCéGATAGAAT¢TATTCﬁTTTCCTGATCCGCCSACTGATACGCCTCTTGACTTGGCTATTCAgCAACTgCAGAACCTTGCTATgGAGAGTAT¢CCéGATCCTCCGACCAATACTCCéGAGGCTCTgTGCGA 9025

=
>

[ie-3-2 -5 3

Thtend

sowouan z-AlH

~CGCGAAC-C--C--C--G--G--TG--CTC---

------ C----CCT----A---A----CAG-- 8676

il 84
TCAGAG-G
- - -CAGAGAG
T. 90

sawoudn) AR[dwo) AIS/T-ATH
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| k44

MAC.US.x.239
Env

Nef

Rev exon 2

O WOWWW >>>>>>>>>>>>>>>>D
=1
=

CI.

.88.U
.X.BE
.X.PE

X.GH

X

2
N
I2 KR KRCG

187.D194
'X.1SY_SBL_6669_85
MCNT3

.x.MCR35

.86.F
.87.CAM:

.07
195.C

G clone_NIHZ
2CG

NNVA
RIK

.08. NMC786 clone 41

.88.U
.X.20

.85.R0D
.86.ST_JSP4_27

C1l
56

x.EHD
.86.D205_ALT

.01.IMCI_KRO20_1

92.A

bt96

AB.CM.03.03CM_510_03
H2_01 AB.CI.90.7312A
H2"01 AB.JP.04.NMC307_20
H2"01"AB.JP.07.NMC716”01
H2_01_AB.JP.08.NMC842_10
U.CI.07. 07IC TNP3

U.FR.

96.

US.X.17EC1
.US.x.1937
US.x.2065
US.x.251 1A1
US.x.251732H P15
US.x.251 BK2
.US.x.80035
US.x.81035
US.x.85013
US.x.87082
.US.x.92050
US.x.92077
US.x.93057
US.x.93062
US.x.95058
.US.x.95086
US.x.95112
US.x.96016
US.x.96020
.US.x.96072
.US.x.96081
US.x.96093
US.x.96114
US.x.96123
.US.x.96135
US.x.97009
US.x.97074
US.x.MM142 IVMXX
US.x.r80025
.US.x.r90131
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A
.SL.92.5L92B
.US.04.G0o78
US.04.G932
US.04.M919
.US.04.M922
.US.04.M923
US.04.M926
US.04.M934
US.04.M935
US.04.M940
US.04.M946
US.04.M947
US.04.M949
US.04.M950
.US.04.M951
US.04.M952

us. 5.D215
US.06.F 3
.US. 1.SI smEGGG FL10
US.86.C
US.X.F236 H4
US.x.H9
US.x.PBJ14_15
.US.x.PBJA —
.US.x.PBJ]_143
US.x.PBJ_6P6
US.x.PGM53
.US.x.SME543
.X.x.pE66O.CG7G
.US.89.STM 37 16

Rev end

CCCTACAGAGGATTCGAGAAGTCCTCAGGACTGAACTGACCTACCTACAATATGGGTGGAGCTATTTCCATGAGGCGGTCCAGGCCGTCTGGAGATCTGCGACAGAGACTCTTGCGGGCGCGTGGGGA
__Q__ VoL Y L QY G W S Y H E AV Q A V W RS T E T A A W G
I _ A I_ S M R R S R P S G D L R Q R L [_R A R G E

__P._T E D S R S _P 0 D *

GACAGCA- -CA-G- -CTGG--G- -ACT-A-

-ACAGCA--CA G--CTGG-»
ACAGCA--CA-G--CTGG- -

GT-G G-C
e AR E I
TG--G--AGCA--AA-G--GAC-Q

Nef start

-ATCG---GG-
-ATCG- - -GG-

HIV-2 Genomes

.GACTTATGGGAGACTCTTAGGAGAGGTGGAAGATGGATA 9192
D_L W E L RR G G R W I
T Y G R LG E V EDGY

GG-AC-G-T
G--C-G-

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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MAC.
Env
Nef

GH

GW

O WWWWW >>>>>>>>>>>>>>>>D

AB.C
H2 0

7312,
H2_ 01 AB.JP.04. NMC3G7 20
H2"01AB.JP.07.NMC716_01
H2"01”AB.JP.08.NMC842"10
U.CI.
U.FR.

GW.
GW.
IN.07.NNVA
IN.95.CRIK

JP.

CI.

US.x.239

.88.UC2

DE.x.BEN
DE.

X.PEI2_KR_KRCG
GHI — —

X
GM.87.D194
GM.
GM. x.MCN
GM.

7.D19.
x.IsY sBL 6669 85

x. MCR: 35

86. FG clone NIHZ
87.C.

X. MDS

98 NMC786 clone 41
X

oA
.86.ST7JSP4727

186.D205 ALT
101.IMCI"KRO20_1

92.Abt96
M.03.03CM_510_ 03
1 AB.CI.90.

07.07IC_TNP3

96.12033
US.x.17EC1
US.x.1937
.US.x.2065
US.x.251 1A1
US.x.251"32H P15
US.x.251”BK2
US.x.80035
.US.x.81035
US.x.85013
US.x.87082
US.x.92050
.US.x.92077
US.x.93057
US.x.93062
US.x.95058
US.x.95086
.US.x.95112
US.x.96016
US.x.96020
US.x.96072
.US.x.96081
.US.x.96093
US.x.96114
US.x.96123
US.x.96135
.US.x.97009
US.x.97074
US.x.MM142 IVMXX
US.x.r80025
US.x.r90131
US.82.MNE_8
US.x.MNEO27

.CI.79.SIVsmCI2

LR.89.SIVsmLIB1
SL.92.SIVsmSL92A
SL.92.5L92B
.US.04.G078
US.04.G932
US.04.M919
US.04.M922
.US.04.M923
.US.04.M926
US.04.M934
US.04.M935
US.04.M940
US.04.M946
US.04.M947
US.04.M949
US.04.M950
US.04.M951
.US.04.M952
US.05.D215
US.06.FTi 3

us. l.SI smEGGO FL10
.US.86.C
US.x.F236 H4
US.x.H
US.x.PBJ14 15
US.x.PBJA
.US.x.PBJ_143
.US.x.PBJ”6P6
US.x.

S.X.

U
XX, pE660 276
.US.89.STM 37 16

Env gp41, gpl160 end

CICGgAA;CCgCAgGAGGA%TAGACéAGEGCITGAGCTCACTCICTIGTGA .GGGA. ..... CAGAAATACAATCAGGGACAGTATATGAATACTCCATGGAGAAACCCAGCTGAAGAGAGAGAAAAATTAGCATACAGAAAACAAAATATGGATGATATAGATGAGTA 9354
_Q K Y N Q G Q_Y M N T P W R NP A E E R E K L A Y R K Q N M D D _

o oG- -AGCA- -AA- -
CITiIG-IATA--iiCo-G--G---GCA--AA

.-ccT
- -CCCGAGTCA AGCT--TT

C-G--TCGG-
C-G--TC-G-
CGG--TC-A-

-G--TCGG-

c-
C
C
C
C
C
C
C
C
C

[alalatalatatalata

sowouan z-AlH

-AATG- -AG--C-G- - -GAGT - - - -

-AGC-G-

-AAC-- -A---C-G- - -GATTTG- -T--GC-G-
AGC

-#TGC»»»-AGA C---AG-G-G-.

GCC--A--GAC--A--G-G-G
AG G G

. -AG- CTTTG GA-C

G---CGCATG- -T-AGC-
6o TG

C-G----- Commmmmnes (R G- 9005

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y
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€7C

MAC.US.x.239 AGATGATGAC. .
_.b D _D_

O WOWWWW >>>>>>>>>>>>>>>>> %
=
=

AB.C
H2 0
H2"0
H2~0
u.CI.

U.FR.

GH.
JP.

CI.

.88 ucz2

.X.BEN

.x PEI2 KR _KRCG
GH1

M.87.
.x.ISY SBL 6669 _85
.x C 13

.86 FG clone NIHZ
.87 C M2CG
X.

.@7 NNVA

.95.CRIK

.08. NMC786 clone 41
X.ALI

.85.R0D
.86.ST_JSP4 27

X El

86.D205_ALT
01.IMCJ”KR0O20_1
92.Abt96
M.03.03CM_510_03

1 AB.CI.90.7312A
1AB.JP.04.NMC307 20
1_AB.JP.07.NMC716_01
1”_AB.JP.08.NMC842”_10

07.07IC_TNP3

96.12033
US.x.17EC1
US.x.1937
US.x.2065
.US.x.251 1Al11
US.x.251732H PJ5
US.x.251_ BK2
US.x.80035
US.x.81035
.US.x.85013
US.x.87082
US.x.92050
US.x.92077
.US.x.93057
US.x.93062
US.x.95058
US.x.95086
US.x.95112
.US.x.96016
US.x.96020
US.x.96072
US.x.96081
.US.x.96093
.US.x.96114
US.x.96123
US.x.96135
US.x.97009
.US.x.97074
US.x.MM142 IVMXX
US.x.r80025
US.x.r90131
US.82.MNE_8
US.x.MNEO27

.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIV§ESL92A

SL.92.SL9
US.04.G07
.US.04.G6932
US.04.M919
US.04.M922
US.04.M923
.US.04.M926
.US.04.M934
US.04.M935
US.04.M940
US.04.M946
.US.04.M947
US.04.M949
US.04.M950
US.04.M951
US.04.M952
.US. 5.0215
US.06.F 3
us. 1.SI SmEﬁGG FL10
US.86.C
.US.x.F236 H4
US.x.H9
US.x.PBJ14_15
US.x.PBJA ~
US.x.PBJ_143
.US.x.PBJ_6P6
.US.x.PGM53
S.x.SME.

\US.x.SME543
'X.X.pE66D.CG7G
.US.89.STM 37 16

AGGCCAAQAGTTCCCCTAAGAACAATGAgTTACAAATTGGCAATAGACA&GT%TCATT;TA%AAAAGAAAAGGEGGgACTGGAAGgGATTT¢TTACA2TGCAAGAAGACATAGAATCTTAGQCATATACTTAGAAA 9518

TAC--C-----C--G------GT-

.--A--C-GTAGG--A--G---C--

--CC-G--G--AT-G---C

J-TAAG--T--G---G
AAG- -A--G---G- -
TAAG- -A--G- - -GA

CAT----Go--Co-Ac-T--GGA----- C---

AT -TTC CAG-

HIV-2 Genomes

sjuwugI Y

sawouds) aR[dwo) AIS/I-ATH
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sowouan z-AlH

MAC.US.x.239 GAGGAGCATTATTTAATGCATCCAGCTCARACT 9676
f G I I P D W Q_ S G P G G VNV S __Q E D CEEHY L __Q__

CI.88 uc2

.X.BEN
DE.x PEI2 KR KRCG

GH1

ACCA—C—GC——

M.87. CA . .
ey SBL 6669 85 o IACT---ACT-TC-GC-----
GHL X MENT3 i, - GAT-G-ACT--C-G----C- A--c-

GM.
GW.86 FG clone NIHZ
Gm.87 CAM2CG

X

O WOWWWW >>>>>>>>>>>>>>>>> %
= 5]
=

G
57" Riwa

IN.95.CRIK
3108 NnC786. Clone_a1 .
PT.x.ALL ¢c . o CT--C-GC
SN.85.R0D G- o ¢ . ACT--C-GC---G-A- -A-
SN.86.ST_JSP4_27 o . CUAGT---ACT--C-GC---G--==- ===~
CI.88,UCL
CI.x.20 56
CI.x.EHO
GH.86.D205 ALT c G . GC
JP.01.IMCI_KRO20_1 . . .GCA- -AACCAG- -G-C-G-
CI.92.Abt96 ---ACT----6C--GG-A-

AB.CM.03.03CM 510 03 GAG--AACC--C-GCC-- -~

H2 01 AB.CI.90.7312A A .GAG- - -ACC----G-C--G-

H2"01-AB.JP.04.NMC307 20 A -GA CA A “GAG- - -ACC-- - -G-C--G-

H2-01"AB.JP.07.NMC716 01 G 1- A -GA G “GAG- - -ACC- - --G-C--G-

H2~01"AB.JP.08.NMC842_10 -CT-T- A

U.CI.07.07IC TNP3 -AG- G

U.FR.96.12034

MAC.US.x.17EC1

MAC.US x.1937

MAC |US . 2065

MAC.US .. 251" 1A11

MAC.US X251 32H P15

MAC |US .. 251 BK2

MAC .US . x.B0035

MAC.US ' x.81035

MAC .US x.85013

MAC.US . x.87082

MAC |US ' x.92050

MAC |US x.92077

MAC .US . x.93057

MAC | US ' x.93062

MAC .US . x.95058

MAC.US.x.95086

MAC|US 'x.95112

MAC .US x.96016

MAC . US X 96020

MAC | US . x.96072

MAC |US X 96081

MAC.US.x.96093

MAC |US ' x.96114

MAC |US x.96123

MAC | US ' x.96135

MAC |US ' x.97009

MAC .US x.97074

MAC_US X .MM142_ TVMXX

MAC.US . r80025

MAC.US .. r90131

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.SIV%ESL92A

SMM.SL.92.SL9.
SMM. US.04.G07
SMM. US.04.G932
SMM. US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US. 5.0215
SMM.US.06.F 3
SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C
SMM.US.X.FZ36 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.PGM53
SMM x.SME

.US.x.SME543
SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y
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§TC

MA%.US.X.239

CI.88.UC2

DE.x.BEN

DE.x PEI2 KR _KRCG
GH1

M.87.
GM.x.ISY SBL 6669 85
GM. x.MCN 13

GM. x.MCR

GW.86. FG clone NIHZ
GW.87.CAM2CG

W.x.MDS

.07.NNVA

IN.95.CRIK

JP.08. NMC786 clone 41
T.X.ALI

SN.85.R0OD
SN.86.ST JSP4 27

.x.EHO
GH.86.D205_ALT

JP.01.IMCI_KRO20_1

CI.92.Abt96
AB.CM.03.03CM 510_03
H2_01 AB.CI.90.7312A
H2"01"AB.JP.04.NMC307 20
H2_01 AB.JP.07.NMC716_01
H2_01_AB.JP.08.NMC842_10
U.CI.07.07IC TNP3
U.FR.96.12033

O WOWWWW >>>>>>>>>>>>>>>>> %
=
=

MAC.US.x.17EC1
MAC.US.x.1937
MAC.US.x. 5
MAC.US.x.251 1A11
MAC.US.x.251"32H PJ5
MAC.US.x.251_ BK2
MAC.US.x.80035
MAC.US.x.81035
MAC.US.x.85013
MAC.US.x.87082
MAC.US.x.92050
MAC.US.x.92077
MAC.US.x.93057
MAC.US.x.93062
MAC.US.x.95058
MAC.US.x.95086
MAC.US.x.95112
MAC.US.x.96016
MAC.US.x.96020
MAC.US.x.96072
MAC.US.x.96081
MAC.US.x.96093
MAC.US.x.96114
MAC.US.x.96123
MAC.US.x.96135
MAC.US.x.97009
MAC.US.x. 74
MAC.US.x.MM142 TVMXX
MAC.US.x.r80025
MAC.US.x.r90131

SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.SIV%ESL92A

SMM.SL.92.SL9.
SMM. US.04.G07
SMM. US.04.G932
SMM. US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US. 5.0215
SMM.US.06.F 3
SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C
SMM.US.X.FZ36 H4
SMM. US.x.H9
SMM.US.x.PBJ14_15
SMM.US.x.PBJA —
SMM.US.x.PBJ_143
SMM.US.x.PBJ”6P6
SMM. US. x.PGM53
SMM x.SME

.US.x.SME543
SMM. x.x.pE660.CG7G
STM.US.89.STM_37_16

TCF-1 alpha binding

TgCCSGTGGGATGﬁCCCTTGGGgAGAGGTTCTAGCATGGAAGTTTGATCCAACTCTGGCCTACACTTATGAGGCATATGTTAGATACCCAGéAGAGTTTGgAAgCAAGTgAGECCTGTgAGAGGAAGAGGTTAGA...AGAAGGCTAACCGCAAGA

- -AACAT- -ATG----G-
--AACA- - -CTT---CG-
T

ATCCAC--G---ACC--T- c---ge ------ C--CCTC

»»CCAC--G»»AACC--T TC
CAC-A ACC--T

---AC---T-TC-
---AC---T-TC---C

C--CCTC C-
CT- CCTC--A--A--TGAC
-T-C A--TGA-

R
C--T--AT-A----- TGAC- - CAG-

c- TCAA--»G T-
AAC--G-T-
ARG AT
-TCAAC--G.T-

Goa--6

-T--TGAC-- A-A--G-TCA-ACTG--T
T-GC T-A---AG-G-

A C»-TATGG A-...
-A----- TGG-AG. ..
-A-G--ATGG-AG

GgCCTTCTTAA 9840

-GA-A-CAT- 9837
-GA-A-CAT- 9883
-GA-A-CATT 9830

- GA-A-CGTT 9322
--GA-A-C--C 9795
A 9760

T-A-- 8
TAGC - - GAAGAAG-C-AACC- 89
GTTAGCT A- AAGCC-AAACCG- AG#AE--

HIV-2 Genomes

sjuwugI Y
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MAC.

O WOWWWW >>>>>>>>>>>>>>>>> %
=
=

AB.C
H2 0
H2_0
H2~0
u.cI.

U.FR.

GH.
JP.

CI.

US.x.239

.88 uc2

.X.BEN

.x PEI2 KR KRCG
GH1

M.87.
.x.ISY SBL 6669 _85
.x C 13

.86 FG clone NIHZ
.87 C M2CG
X.

.@7 NNVA

.95.CRIK

.08. NMC786 clone 41
X.ALI

.85.R0D
186.ST_JSP4 27

X El

86.D205_ALT
01.IMCJ”KR0O20_1
92.Abt96
M.03.03CM_510_03

1 AB.CI.90.7312A
1AB.JP.04.NMC307 20
1 AB.JP.07.NMC716_01
1”_AB.JP.08.NMC842~10

07.07IC_TNP3

96.12033
US.x.17EC1
US.x.1937
US.x.2065
.US.x.251 1Al11
US.x.251732H PJ5
US.x.251_ BK2
US.x.80035
US.x.81035
.US.x.85013
US.x.87082
US.x.92050
US.x.92077
.US.x.93057
US.x.93062
US.x.95058
US.x.95086
US.x.95112
.US.x.96016
US.x.96020
US.x.96072
US.x.96081
.US.x.96093
.US.x.96114
US.x.96123
US.x.96135
US.x.97009
.US.x.97074
US.x.MM142 IVMXX
US.x.r80025
US.x.r90131
US.82.MNE_8
US.x.MNEO27

.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIV§ESL92A

SL.92.SL9
US.04.G07
.US.04.G6G932
US.04.M919
US.04.M922
US.04.M923
.US.04.M926
.US.04.M934
US.04.M935
US.04.M940
US.04.M946
.US.04.M947
US.04.M949
US.04.M950
US.04.M951
US.04.M952
.US. 5.0215
US.06.F 3
us. 1.SI SmEGGG FL10
US.86.C
.US.x.F236 H4
US.x.H9
US.x.PBJ14_15
US.x.PBJA ~
US.x.PBJ_143
.US.x.PBJ_6P6
.US.x.PGM53
S.x.SME.

\US.x.SME543
'X.X.pE66D.CG7G
.US.89.STM 37 16

sowouan z-AlH

Nef end NF-k-B-II NF-k-B-1
CATGGCTGSCAAGAAGGAAACTCGCTGA ............................................................... AACA. .GCAGGGACTTTCCACAAGGGG . ATGTTACG . . GGGAGGTACTGGGGAGGAGCCGGTCGGGAACGCCC.ACTTT 9941

AAGAAATAGCTG-G-CT- - - - - -------- Gonneen .
AAGAAACAGCTG-GGCT -

[alalalalalal
>
=3

..RgﬁCAGGAACAGCTATATTTggECAggGCﬁgGAAATAACTACT...
. .AAACAGGAACAGCTATACTTGGTCAGGGCAGGAAGTAGCTACT. ..
. GGGCAGGAACAACCATACATGGCCAGGGCAGGAAGTAGCTACT...
. GAGACAGGAA CAGGGCAGGAA( e
GGAGACAGGAACAACTATACTTGGTCAGGGCAGGAAGTAGCTATT..
.GAGACAGGAACAACTATACTTGGTCAGAACAGGAAGTAGCTACT. . .
CAACAGGAACAACTATACTTGGTCAGGGCAGGAAGTAGCTACT. . .
TTTGGTCAGGGCAGGAAGTAACTACT. ..
AGACAGGAACAGCTATACTTGGTCAGGGCAGGAAGTAACTAAC. . .
CAGGAACAGCTATACTTGGTCAGGGCAGGAAGTAACTAAC

949549549
[a]a]n]
ey
4.6
>E>>
S555

. -AG-TACTAT-
- - ACAAGAGACGACAGCATAAACAGGAACTAGCTGACACTGCACAAGAGGGA . AACTAGCTG - - -CT- . T------G--AT- T-AA 9028
ACACGAAAGCAGCACCAT AAAGAGGAACTAGC TGACGCTGCATAAGAAAGGAAACTGGCTG - - -CT- -T-AA 9946

. .GAACATGGCTGACAAGAAGGAAACTAGCTGA. GCTGAC. . . AGAAGGAAACTAGCTG-GCTGA
CAGAAAGGAAACAAGCTGA G-

.-TA-A 9085
.-T--C 8998
-TAAA 9025
T 9

POo0000: o

sawoudn) AR[dwo) AIS/T-ATH

sjuwugI Y



TAR element start
TATA box 3"LTR U3 end F LTR repeat start TAR element end

107 wnipuadwo)) duanbag ATH

LTC

DE

GW

O WOWWW >>>>>>>>>>>>>>D>>D

DE.
GH.
GM.87.D194
GM.
GM.
GM.
GW.86
GW.

N
N,
3P.

LX.
SN.85.R
N.86.S

GH.
JP.

CI.

88.U
x.BE
x.PE
X.GH
x.IS
x.MC

x.MC
.F

x.MD:
07.N
95.C
08.N

AL.

.88.U

.X.20

01.1
92.Al

87.CAM2CG

x.EHD
86.D.

2
N
I2 KR KRCG

Y_SBL_6669_85
NI3 ~ -

R35
G clone NIHZ

S

INVA

RIK

TC786 clone 41

oD
T JSP4 27
1 A-
56 -G-ACC-GCT.
-G-ACC-GCT.
205 ALT T -G-ACC-GCT. -C
MCI~KRO20_1 -G-ACC-GCT.
bt96 ---AGCTGCA.

AB.CM.03.63CM_510_03 -G-ACC-GCT.
H2 01 AB. CI 90. 7312A -G-ACC-GCT.

H2~0

H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3

1°AB.J

P.04.NMC307

U.FR.96.1203%3 ~G-ACC-GCT.

MAC.US.x.17ECL --ACTGCA.
MAC.US.x.1937 ..
MAC.US . .2065
MAC.US.x.251 1A1
MAC.US.x.251 32H PJ5
MAC.US.x. 251 BK2

MAC.US . x 80035
MAC.US.x 81035
MAC.US.x 85013
MAC.US . x 87082

MAC.US X .92050
MAC.US.x.92077

MAC.US . x 93057
MAC.US . x . 93062

MAC.US . x . 95058

MAC.US . x 95086
MAC.US.x.95112

MAC.US . x 96016
MAC.US . x . 96020
MAC.US.X.96072

MAC.US . x 96081

MAC.US . x . 96093
MAC.US.x.96114
MAC.US . x.96123
MAC.US.x.96135

MAC.US . x 97009
MAC.US.x.97074
MAC.US.x.MM142 IVMXX
MAC.US . x . r80025
MAC.US.x.r90131
MNE.US.82.MNE_8
MNE . US . x . MNEG27

SMM. CT.79.SIVsmCI2
SMM.LR.89.5IVsmLIB1
SMM.SL.92.STVsmSL92A “A.C-A GCACTGTAT .
SMM.SL.92.51928 -ACC-GCTT-GC
SMM.US . 04.G078
SMM . US .04 . 6932
SMM.US .04 .M919
SMM . US . 04 .M922
SMM . US . 04 .M923
SMM . US . 04 .M926
SMM.US .04 .M934
SMM . US . 04 .MO35
SMM . US . 04 .M940
SMM . US . 04 .M946
SMM . US . 04 .M947
SMM.US . 04 .M949
SMM . US . 04 .M950
SMM.US .04 .M951
SMM.US . 04 .M952
SMM.US.05.D215
SMM . US . 06.. FT.

SHMCUS 11 SIVSmEGGO_FL10
SMM . US . 86, CFU212
SMM.US.x.F236 Ha
SMM.US - X . HO
SMM.US.x.PBJ14 15
SMM.US.x.PBIA ~
SMM.US.x.PB] 143
SMM.US . x . PB]_6P6
SMM . US . X . PGM53
SMM.US . X . SME543
SMM. X x . pE660. CG7G
STM.US.89.STM 37 16

MAC.US.x.239 CTTGATGTATAAATATC . ACTGCATTTCGCTCTGTA. TTCAGTCGCTCTGCGGAGAGGCTGGCAGATTGAGCCCTGGGAGGTTCTCTCCAGCACTAGCAGGTAGAGCCTGGGTGTTCCCTGCTAGACTCTCA. CCAGCACTTGGCCGGTGCTGGGCAGAGTGACTCCACGI0108
CI. C TG--C
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MAC.
DE

GW

O WOWWW >>>>>>>>>>>>>>>>D

AB.C
H2 0
H2~0
H2"0
H2_0
u.cI.
U.FR.

CI.

DE.
GH.
GM.87.D194
GM.
GM.
GM.
GW. 86
GW.

N
N,
3P.

WX
SN.85.ROD
N.86.ST_JSP4_27

GH.
JP.

CI.

US.x.239

88.UC2

x.BEN

X.PEI2 KR KRCG

X.GH1

x.ISY SBL_6669_85

X.MCNI3 ~ -

X.MCR35

.FG_clone NIHZ

87.CAM2CG

x.MDS

07 .NNVA

95.CRIK

08. NMC786 clone 41
ALI

.88.UC1

.X.20 56

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96
M.03.03CM 510 03

1 _AB. CI 90. 7312A
1”AB.JP.04.NMC307
1"AB.JP.07.NMC716" 01
1_AB.JP.08.NMC842_10

07.071C TNP3

96.120343
US.x.17EC1
US.x.1937
US.x.2065
US.x.251 1A1
.US.x.251732H PJ15
US.x.251 BK2
US.x.80035
US.x.81035
US.x.85013
.US.x.87082
US.x.92050
US.x.92077
US.x.93057
.US.x.93062
US.x.95058
US.x.95086
US.x.95112
US.x.96016
.US.x.96020
US.x.96072
US.x.96081
US.x.96093
.US.x.96114
.US.x.96123
US.x.96135
US.x.97009
US.x.97074
.US.x.MM142 TVMXX
US.x.r80025
.US.x.r9e131
.US.82.MNE_8
.US.x.MNEO27
.CI.79.SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.5IVsmSL92A
.SL.92.5L92B
US.04.G6078
US.04.G932
US.04.M919
US.04.M922
US.04.M923
US.04.M926
US.04.M934
US.04.M935
US.04.M940
US.04.M946
US.04.M947
US.04.M949
US.04.M950
US.04.M951
US.04.M952
US.05.D215
US.06.FT

us 1.SI smEGGG FL10
US.86.CFU212

US.X.F236 H4
US.x.H9
US.x.PBJ14_15
US.x.PBJA ~
US.x.PBJ_143
US.x.PBJ_6P6
US.x.PGM53
S.x.SME543

1X.X.pE660.CG7G
.US.89.STM 37 16

CTTGCTTGCTTA.

sowouan z-AlH

Poly-A signal 3° LTR R repeat end 3’ LTR US start
AAGCCCTCTTCAATAAA GCTGCCATTTTAGAAGTAAGCT AGTGTGTGTTCCCATCTCTCCTAGCCGCCGCCTGGTCAACTCGGTACTCAATAA TAAGAAGACCCTGGTCTGTTAGGACCCTTTCTGCTTTGGGAAA CCGAAGCAGGAAAATI0271
G
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67¢

3’ LTR U5 end
4

MAC.US.x.239

CI
DE

GM

GW
GW

PT

O WOWWW >>>>>>>>>>>>>>D>>D

AB.C
H2 0
H20
H270
H2 0
u.CI
U.FR

DE.
GH.
GM.87.D194

GM.
GM.

GW-

N
N,
3P.

GH.
JP.

CI.

.88.UC2

x.BEN
X.PEI2 KR KRCG
X.GH1

.x.ISY SBL_6669_85
X.MCNI3 ~ -
X.MCR35

86.FG clone_NIHZ
87.CAM2CG

X

07 .NNVA

95.CRIK 147

08.NMC786_clone_41
ALI

X
SN.85.R0OD
SN

186.ST JSP4 27
.88.UC1
1X.20 56

x.EHD

86.D205 ALT
01.IMCI_KR0O20_1
92.Abt96
M.03.03CM 510 03

1 AB.CI.90.7312A
1”"AB.JP.04.NMC307_20
1"AB.JP.07.NMC716 01
1-AB.JP.08.NMC842"10

.07.07IC_TNP3
.96.12034
.US.x.17EC1
.US.x.1937
.US.x.2065
.US.x.251 1Al
.US.x.251732H PJ15
.US.x.251"BK2
.US.x.80035
.US.x.81035
.US.x.85013
.US.x.87082
.US.x.92050
.US.x.92077
.US.x.93057
.US.x.93062
.US.x.95058
.US.x.95086
.US.x.95112
.US.x.96016
.US.x.96020
.US.x.96072
.US.x.96081
.US.x.96093
.US.x.96114
.US.x.96123
US.x.96135
US.x.97009
US.x.97074
.US.x.MM142 TVMXX
US.x.r80025
.US.x.r9e131
.US.82.MNE_8
.US.x.MNEO27
CI .SIVsmCI2

.CI.79
.LR.89.SIVsmLIB1
.SL.92.5IVsmSL92A

.SL.92.5L92B
.US.04.G078
.US.04.G932
.US.04.M919
.US.04.M922
.US.04.M923
.US.04.M926
.US.04.M934
.US.04.M935
.US.04.M940
.US.04.M946
.US.04.M947
.US.04.M949
.US.04.M950
.US.04.M951
.US.04.M952
.US.05.D215
.US. G.FTS
.US.11.SIVsmE660_FL10
.US.86.CFU212
.US.x.F236_H4
.US.x.H9
.US.x.PBJ14_15
.US.x.P -
.US.x.PBJ]_143
.US.x.PBJ"6P6
.US.x.PGM53
.US.x.SME543

'X.X.pE660.CG7G
.US.89.STM_37_16
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